Methanosarcina thermophila str, TM-1 (DSM 1825) [1]
Methanosarcina barkeri str. 227 (DSM 1538) [2]
Methanosarcina acetivorans str. C2A (DSM 2834) [3]
Methanolobus siciliae str. T4/M (DSM 3028) [4]
Methanosarcina frisius [5]
Methanosarcina frisia str. C16 (ATCC 43330) [6]
Methanosarcina sp. str. WH1 (DSM 4659) [7]
Methanococcoides methylutens str. TMA-10 (DSM 2657) [8]
Methanococcoides burtonii (DSM 6242) [9]
Methanohalophilus mahii (ATCC 35705) [10]
Methanohalophilus sp. str. SF1 (DSM 3243) [11]
Methanohalophilus oregonensis str. WAL1 (DSM 5435) [12]
Methanolobus tindarius str. Tindari 3 (DSM 2278) [13]
Methanolobus vulcani str. PL-12/M (DSM 3029) [14]
Methanohalobium evestigatum str. Z-7303 (DSM 3721) [15]
Methanohalophilus zhilinae str. WeN5 (DSM 4017) [16]
Methanosaeta thermoacetophila str. PT (DSM 6194) [17]
Methanosaeta thermoacetophila str. Z-517 (DSM 4774) [18]
Methanosaeta thermoacetophila str. CALS-1 (DSM 3870) [19]
Methanosaeta concilii str. Opfikon (DSM 2139) [20]
Methanosaeta concilii str. GP6 (DSM 3671) [21]
Methanosaeta concilii str. UA [22]
Methanosaeta concilii str. PM [23]
Methanoculleus olentangyi str. RC/ER (ATCC 35293) [24]
Methanoculleus bourgensis str. MS2 (ATCC 43281) [25]
Methanoculleus thermophilicus str. TCI (DSM 3915) [26]
Methanoculleus marisnigri str. JR1 (ATCC 35101) [27]
str. clone CY 24 [28]
Methanogenium organophilum str. CV (DSM 3596) [29]
Methanogenium cariaci str. JR1 (ATCC 35093) [30]
Methanoplanus limicola str. M3 (DSM 2279) [31]
Methanomicrobium mobile str. BP (DSM 1539) [32]
— Methanogenium tationis (DSM 2702) [33]
str. clone CY 104 [34]
Methanospirillum hungatei str. JF1 (DSM 864) [35]
str. clone CY 49 [36]
Trimyema compressa symbiont [37]
Trimyema sp. archaeobacterial symbiont [38]
Metopus contortus archaeobacterial symbiont [39]




FHHIY I SP. diGHdeuudiieiidl sy vivliL [90]
Metopus contort :yhaeobacterial symbiont [3¢ ﬁ
str. clone CY 46,
Methanocorpusculum labreanum str. Z (ATCC 43576) [41]
Methanocorpusculum parvum str. Xl (ATCC 43721) [42]
Halobacterium saccharovorum (NCIMB 2081) [43]
Halobacterium sp. from Corio Bay near Geelong, Victoria, Australia str. Ch2 (ACM 3911) [44]
Halococcus sp. from rock-salt from an Austrian salt mine str. Blp [45]
Halococcus sp. from solution-mining brine, Cheshire, England str. Br3 [46]
Haloferax mediterranei (ATCC 33500) [47]
Haloferax subsp. PHENON K str. Aa 2.2 [48]
Haloferax volcanii str. DS-2 (ATCC 29605) [49]
Halobacterium halobium str. R1 [50]
Halobacterium halobium [51]
Halobacterium cutirubrum str. clone lambda-He4 [52]
Natronobacterium magadii [53]
Natronococcus occultus (ATCC 43101) [54]
Halobacterium marismortui [gene = rrnA] [55]
Halobacterium marismortui [gene = rrmB] [56]
- Halococcus morrhuae (ATCC 17082) [57]
Halococcus morrhuae (NRC 16008) [58]
Halococcus morrhuae [59]

Thermoplasma acidophilum str. 122-1B2 [60]
Santa Barbara Channel bacterioplankton DNA clone clone SBAR16 [61]

oods Hole bacterioplankton DNA clone clone WHARN [62]

Wi
_E- Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-7 [63]
Santa Barbara Channel bacterioplankton DNA clone clone SBAR1A [64]

. L—- str. clone pJP9 [65]
Archaeoglobus fulgidus str. VC-16 (DSM 4304) [66]

— Methanothermus fervidus [67]

Methanobacterium formicicum (DSM 1312) [68]

endosymbiont of Metopus palaeformis [69]

Methanobacterium bryantii str. M.o.H. (DSM 863) [70]

Methanosphaera stadtmanii str. MCB-3 (DSM 3091) [71]

Methanobrevibacter ruminantium str. M-1 (ATCC 35083) [72]

Methanobrevibacter arboriphilus (DSM 1536) [73]

Methanabacterium thermoformicicum str. THF [74]
Methanobacterium thermoformicicum str. SF-4 [75]
Methanobacterium thermoformicicum str. HN4 [76]
Methanobacterium thermoformicicum str. CB12 (OCM 36) [77]
Methanobacterium thermoautotrophicum str. Marburg [78]
Methanobacterium thermoformicicum str. FF3 [79]
Methanobacterium thermoformicicum str. FTF [80]
Methanobacterium thermoautotrophicum str. delta H [81]
Methanobacterium thermoformicicum str. FF1 [82]
Methanobacterium thermoformicicum str. CSM3 [83]
Methanobacterium thermoformicicum str. Z-245 (DSM 3720) [84]

r— Pyrococcus abyssi [85]

L Thermococcus celer str. VU 13 (DSM 2476) [86]

Methanocaccus jannaschii str. JAL-1 (DSM 2661) [87]

Methanococcus igneus str. Kol 5 (DSM 5666) [88]

Methanaococcus thermolithotrophicus str. SN-1 (DSM 2095) [89]
"Methanococcus aeolicus” str. A [90]

Methanococcus deltae str, D [91]

Methanococcus maripaludis str. JJ (ATCC 43000) [92]

Methanococcus voltae str. PS (ATCC 33273) [93]

Methanococcus vannielii str. EY33 [94]

Methanopyrus kandleri str. av19 (DSM 6324) [95]




| L~ Methanococcus vannieli str. Y33 |94l
Methanopyrus kandleri str. av19 (DSM 6324)

Pacific Ocean station 4. ,50m depth bacterioplankton . .‘g clone clone NH49-4 [96]
Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-1 [97]

Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-13 (NCTC 8545) [98]
Pacific Ocean station 49 500m depth bacterioplankton DNA clone clone NH49-8 [99]
Pacific Ocean station 49 500m depth bacterioplankton DNA clone clone NH49-8 [100]
Pacific Ocean station 49 500m depth bacterioplankton DNA clone clone NH49-14 [101]
Woods Hole bacterioplankton DNA clone clone WHARQ [102]
Santa Barbara Channel bacterioplankton DNA clone clone SBARS [103]

Santa Barbara Channel bacterioplankton DNA clone clone SBAR12 [104]
‘ I: str. clone pJP78 [105]

str. clone pJP27 [106]

str. clone pJP89 [107]

str. clone pJPB41 [108]
str. clone pJP41 [109]
Thermofilum pendens str. Hyv3 (DSM 2475) [110]
str. clone pJP6 [111]
str. clone pJP81[112]
Pyrobaculum islandicum str. geo3 [113]
Pyrobaculum aerophilum str. im2 [114]
str. clone pJP8 [115]
Thermoproteus tenax [116]

Sulfolobus acidocaldarius (ATCC 33309) [117]
Sulfolobus shibatae str. B12 [118]
Pyrodictium occultum str. PL-19 (DSM 2709) [119]

Desulfurocaccus mobilis [120]
str. clone pJP7 [121]

str. clone pdP74[122]
Aquifex pyrophilus str. Kol5a [123]

Geotoga petraea str. T5 (ATCC 51226) [124] ©
—‘:E-Geotoga subterranea str. CC-1 (ATCC 51225) [125]
Petrotoga miotherma str. 42-6 (ATCC 51224) [126]
I: Fervidobacterium islandicum str. H-21 (DSM 5733) [127]

Fervidobacterium nodosum str. Rt 17-B1 (ATCC 35602) [128]
Thermosipho africanus str. OB7 (DSM 5309) [129]

Thermotoga thermarum str. LA3 (ATCC none yet) [130] &
Thermotoga maritima str. MSB8 (DSM 3109) [131]
Thermodesulfotobacterium commune str. YSRA (ATCC 33708) [132]
Thermus sp. str. ZHGI A.1[133] @
Thermus sp. str. YS38 [134]
Thermus sp. str. OS-Ramaley-4 [135]
Thermus sp. str. ZFl A.2 [136]
Thermus sp. str. Vil7 [137]
Thermus sp. str. NMX2 A.1 [138] @
Thermus aquaticus str. X-1 (ATCC 27978) [139]
Thermus aquaticus str. YT-1 [140]
Thermus sp. str. SPS14 [141]
Thermus sp. str. HS A.1 [142]
"Thermus thermophilus” str. HB8 (ATCC 27634) [143]
Thermus flavus str. AT-62 (ATCC 33923) [144]
Thermus thermophilus str. HB27 [145]
Thermus filiformis [148]

Thermus filiformis str. WAI 33 A1 (ATCC 43280) [147]
Thermus sp. str. Tok8 A.1[148]

Thermus sp. str. Tok20 A.1 [149]
Thermus sp. str. Rtd 1A [150]

Thermus sp. str. OK6 A.1 [151]




Thermus sp. str. Rt4 1A [150] 3 .
Thermus sp. str. OK6 A.1 [151] i ’
Thermus sp. str. T351 [152]

Thermus ruber str. Loginova 21 (ATCC 35948) [153]

Thermus ruber [154]

Deinococceus radiodurans (ATCC 35073) [155]
Thermomicrobium roseum (ATCC 27502) [156]
Sphaerobacter thermophilus str. 6022 (DSM 20745) [157]
Herpetosiphon aurantiacus (ATCC 23779) [158]
Heliothrix oregonensis str. F1 [159]
_———— Octopus Spring microbial mat DNA clone clone OSV-L-20 [160]
I Octopus Spring microbial mat DNA Type C [161]
Octopus Spring microbial mat DNA clone clone OSVI-L-4 [162]
Chloroflexus aurantiacus str. Y400-fl [163]
Chloroflexus aurantiacus str. J-10-fl (ATCC 29366) [164]

Octopus Spring microbial mat DNA Type L [165]
I-— str. 125 locus [166]
Leptospirillum sp. str. LfLa [167]
I I Leptospirillum sp. (DSM 2391) [168]
I Leptospirillum ferrooxidans str. Z2 (ATCC 29047) [169]

Thermodesulfovibrio yellowstonii str. YP87 [170]
_E:str. isolate OPI-2 [171]
Methanobacterium bavaricum [172]

Synergistes jonesii str. 78-1 (ATCC 49833) [173]
Octopus Spring microbial mat DNA Type K [174]

Mycoplasma californicum str. ST-6 (ATCC 33461) [175]
Mycoplasma bovigenitalium str. PG11 (ATCC 19852) [176]
Mycoplasma fermentans str. PG18 (ATCC 19989) [177]

Mycoplasma gallinarum str. PG16 [178]

Mycoplasma meleagridis str. 17529 [179]

Mycoplasma agalactiae str. PG2 (NCTC 10123) [180]
Mycoplasma lipophilum str. MaBy (ATCC 27104) [181]

Mycoplasma synoviae str. WVU 1853 (ATCC 25204) [182]
Mycoplasma gallinaceum str. DD [183]

Mycoplasma corogypsi str. BV1 (ATCC 51148) [184] &
Mycoplasma pulmonis str. PG34 (ATCC 19612) [185]
Mycoplasma sualvi str. Mayfield B (ATCC 33004) [186] &
Mycoplasma mobile str. 163K (ATCC 43663) [187]
Mycoplasma neurolyticum str. Sabin type A (ATCC 19988) [188]
Mycoplasma collis str. MO36 [189]

Mycoplasma hyorhinis str. PG42 (ATCC 17981) [190]
Mycoplasma hyorhinis str. BTS7 [191]
Mycoplasma flocculare str. Ms42 (ATCC 27399) [192]
Mycoplasma hyopneumoniae (ATCC 27719) [193] &
Mycoplasma hominis str. PG21 (ATCC 23114) [194]
Mycoplasma arginini str. G230 (ATCC 23838) [195]
Mycoplasma arthritidis str. PG6 (ATCC 19611) [196]
— Mycoplasma orale str. CH19299 (ATCC 23714) [197]
Mycoplasma salivarium str. PG20 (ATCC 23064) [198]
Mycoplasma iowae str. 695 (ATCC 33552) [199]
Mycoplasma iowae str. PPAV [200]
Mycoplasma muris str. Rlll4 (ATCC 33757) [201]
Mycoplasma penetrans str. GTU-54-6A1 [202]
Ureaplasma urealyticum str. 27 [203]
Ureaplasma urealyticum str. 960 (ATCC 27618) [204]
Mycoplasma pneumoniae str. FH (ATCC 15531) [205]
,_l Mycoplasma genitalium str. G37 (J.G. Tully) (ATCC 33530) [206]

— Murnanlsema ninim etr LUDA/7A4RQ (ATON 2808NM 12071




] Lol L Mycoplasma genitaliv==str. G37 (J.G. Tully) (ATCC 33530) [206] h
Mycoplasma pirum str. . 0-159 (ATCC 25960) [207] ’
Mycoplasma imitans str. 4229 [208]
Mycoplasma gallisepticum str. S6 <M.gallise2> [209]
Mycoplasma gallisepticum str. S6 <M.gallise3> [210]
Mycoplasma gallisepticum str. A5969 [211]
—— Spiroplasma sp. str. Y-32 (ATCC 33835) [212]
Spiroplasma citri str. RBA2HP [213]
_ﬂ' Spiroplasma citri str. Maroc-R8-A2 (ATCC 27556) [214]
— 1L Spiroplasma sp. str. DW-1 (ATCC 43153) [215]
— Spiroplasma mirum str. SMCA (ATCC 29335) [216]
[ Spiroplasma apis str. B-31 (ATCC 33834) [217]
Spiroplasma sp. str. CN-5 (ATCC 33827) [218]
— ¢ Spiroplasma sp. str. TG-1 (ATCC 43525) [219]
- Spiroplasma taiwanense str. CT-1 (ATCC 43302) [220]
L Spiroplasma sp. str. MQ-1 (ATCC 33825) [221]
Spiroplasma sp. str. DU-1 (ATCC 43210) [222]
—— Mycoplasma sp. str. 831-C4 (ATCC 49193) [223]
_If Mycoplasma sp. str. M1 (ATCC 49191) [224]

Mesoplasma entomophilum str. TAC (ATCC 43706) [225]

"Mycoplasma ellychnium” str. ELCN-1 (ATCC 43707) [226]

T Mesoplasma seiffertii [227]

Mycoplasma putrefaciens str. C30 KS-1 (ATCC 15718) [228]

Mycoplasma mycoides subsp. mycoides str. UM30847 (ATCC 33557) [229]
Mycoplasma sp. str. PG50 [230]

Mycoplasma sp. str. F38 <M.sp.F38> [231]

Mycoplasma sp. str. F38 <M.sp.F38rA> [232]

Mycoplasma capricolum (ATCC 27343) [233]

Asteroleplasma anaerobium str. 161 (ATCC 27880) [234]

Lactobacillus" vitulinus str. 185 (ATCC 27783) [235]
"Lactobacillus" catenaformis str. 1871 (ATCC 255386) [2386]
Clostridium spiroforme (DSM 1552) [237]

Clostridium ramosum str. 113-1 (ATCC 25582) [238]
Eubacterium cylindroides (ATCC 27528) [239]
Clostridium innocuum str. B-3 (ATCC 14501) [240]
Eubacterium tortuosum (ATCC 25548) [241]
Eubacterium dolichum (ATCC 29143) [242]
Eubacterium biforme (ATCC 27806) [243]
_E Streptococcus pleomorphus str. EFB 61/60B (ATCC 29734) [244]
Eubacterium cylindroides (ATCC 27803) [245]
—— Erysipelothrix rhusiopathiae str. alpha-P15 (ATCC 19414) [246]

Anaeroplasma varium str. A-2 (ATCC 43167) [247]
i _[[{ Anaeroplasma bactoclasticum str. JR (ATCC 27112) [248]

Anaeroplasma intermedium str. 5LA [249]
Anaeroplasma abactoclasticum str. 6-1 (ATCC 27879) [250]
Acholeplasma modicum str. PG 49 (ATCC 29102) [251]
Acholeplasma laidlawii str. JA1 [252]
MLQO infecting Oenothera hookeri [253]
Mycoplasma sp. plant-pathogenic mollicute transmitted from C.annumto and maintained in C.roseus str. STOI
MLO infecting American aster yellows, substrain AAY str. AAY [255]
MLO infecting western aster yellows, severe strain str. SAY [256]
MLO infecting apricot chlorotic leaf roll, substrain ACLR str. ACLR [257]
MLO infecting German peach, substrain PPER str. PPER [258]
MLO infecting apple-proliferation, substrain AT str. AT [259]
Mycoplasma sp. isolated from Rhamnus frangula str. BAWB [260]
Mycoplasma sp. from Vaccinium myrtillus str. VAC [261]
Group Il mycoplasma-like organism str, tsuwabuki witches' broom mycoplasma-like organism [262]
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= Group Il mycoplasma-like -~ anism str. tsuwabuki witches’ broom mycoplasma-lik-
Mycoplasma sp. isol.  irom Corotolaria juncea str. SUNHP [263]
Mycoplasma sp. from Catharanthus roseus str. BVK [264]
MLO infecting elm yellows str. EY [265]
MLO infecting elm yellows, substrain ULW str. ULW [266]
transmitted from V.vinifera to V.faba str. FD [267]
Streptococcus sanguis (NCTC 7863) [268]
Streptococcus pneumoniae (NCTC 7465) [269]
Streptococcus pneumoniae [270]
Streptococcus oralis str. PB 182 (NCTC 11427) [271]
Streptococcus parasanguis str. 85-81 [272]
Streptococcus acidominimus [273]
Streptococcus dysgalactiae [274]
Streptococcus anginosus (ATCC 27823) [275]
Streptococcus intermedius (NCTC 11324) [276]
‘t Streptococcus salivarius subsp. salivarius (NCDO 1779) [277]

Streptococcus salivarius subsp. thermophilus (NCDO 573) [278]
Streptococcus salivarius str. C699 (ATCC 13419) [279]
Streptococcus vestibularis (NCTC 12166) [280]
{ Streptococcus equinus (NCDO 1037) [281]
Streptococcus bovis (ATCC 33317) [282]
L Streptococcus alactolytiens (NCDO 1091) [283]
{ Streptococcus downei (NCTC 11391) [284]
Streptococcus sobrinus (DSM 20742) [285]
~ Streptococcus rattus (NCDO 2723) [286]
I.E-_Streptococcus cricetus (NCDO 2720) [287]

Streptococcus macacae (NCTC 11558) [288]
Streptococcus mutans (NCTC 10449) [289]
Streptococcus anginosus (NCTC 10713) [290]
- Streptococcus hyointestinalis (DSM 20770) [291]
Streptococcus agalactiae <Stc.agalac> [292]
Streptococcus agalactiae <Stc.agala2> [293]
Streptococcus suis [294]
Streptococcus criae (NCDO 2772) [295]
Streptococcus porcinus (NCDO 600) [296]
Streptococcus canis [297]
Streptococcus pyogenes [298]
Streptococcus equi subsp. equi (NCDO 2493) [299]
Lactococeus piscium str. fish isolate HR1A-68 [300]
Lactococcus raffinolactis (NCDO 617) [301]
Lactococcus plantarum (NCDO 1869) [302]
Lactococcus garvieae (NCDO 2156) [303]
Lactococcus lactis subsp. cremoris (ATCC 19257) [304]
Lactococcus lactis subsp. lactis (NCDO 2118) [305]
Lactococcus lactis str. f2d2 [3086]
Lactococcus lactis subsp. lactis (ATCC 19435) [307]
Lactococcus lactis str. IL 1403 [308]
— Enterococcus faecalis [309]
Enterococcus saccharolyticus (NCDO 2594) [310]
Enterococcus sulfureus str. MUTK 31 (NCDO 2379) [311]
Enterococcus hirae (ATCC 9790) [312]
Enterococcus columbae str. STR 345 (NCIMB 13013) [313]
Streptococcus cecorum [314]
_I: Vagococcus fluvialis (NCDO 2497) [315]
Vagococcus salmoninarum str. OSI-68 (NCFB 27777) [316]
Carnobacterium mobile (NCFB 2765) [317]
Carnobacterium funditum str. pf3 (DSM 5970) [318]

?nism [262)
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Carnobacterium fundit ‘}r. pf3 (DSM 5970) [318]

Carnococcus allant.._Js str. NDP [319]

Carnobacterium alterfunditum (ACAM 311) [320]

Alloiococceus otitis (NCFB 2890) [321]

Carnobacterium divergens (ATCC 25677) [322]
Carnobacterium gallinarum (NCFB 2766) [323]
Carnobacterium piscicola (ATCC 43225) [324]
Lactobacillus maltaromicus str. MX5 (ATCC 27865) [325]

Lactobacillus sake (ATCC 15521) [326]
Lactobacillus hilgardii (ATCC 8290) [327]
Lactobacillus sp. str. L 343 (ATCC 13133) [328]
Lactobacillus kefir (ATCC 35411) [329]
Lactobacillus buchneri (NCDO 110) [330]
{- Lactobacillus sanfrancisco str. Kline L-2 (ATCC 27651) [331]
Lactobacillus fructivorans (ATCC 8288) [332]
Lactobacillus brevis (ATCC 14869) [333]
Lactobacillus farciminis (ATCC 29644) [334]
Lactobacillus alimentarius (ATCC 29643) [335]
Lactobacillus plantarum str. Lp 39 (NCDO 1752) [336]
Lactobacillus plantarum str. 17-5 (ATCC 8014) [337]
Pediococcus pentosaceus (ATCC 33316) [338]
Pediococcus acidilactici (DSM 20284) [339]

Lactobacillus mali (ATCC 27053) [340]
Lactobacillus animalis (NCDO 2425) [341]
Lactobacillus murinus (ATCC 35020) [342]
Lactobacillus ruminis str. RF1 (ATCC 27780) [343]
Lactobacillus agilis (DSM 20509) [344]
Lactobacillus salivarius subsp. salicinius str. H0268 (ATCC 11742) [345]
Lactobacillus aviarius (ATCC 43234) [346]
Lactobacillus sharpeae (DSM 20505) [349]
Lactobacillus casei subsp. casei (ATCC 393) [350]
Lactobacillus casei subsp. rhamnosus (DSM 20021) [351]
Lactobacillus casei subsp. casei (ATCC 334) [352]
Lactobacillus acidophilus (ATCC 4356) [353]
Lactobacillus amylovorus (ATCC 33620) [354]
Lactobacillus helveticus str. Lh12 (NCDO 2712) [355]
Lactobacillus delbrueckii subsp. lactis (ATCC 12315) [356]
Lactobacillus delbrueckii subsp. delbrueckii str. Calvert (NCDO 213) [357]
Lactobacillus acetotolerans (DSM 20749) [358]
Lactobacillus acidophilus subsp. johnsonii str. BMF 6Lb6& [359]
Lactobacillus gasseri (NCDO 2233) [360]
Lactobacillus amylophilus (DSM 20533) [361]

Lactobacillus bifermentans (ATCC 35409) [347]
ELactobacil!us coryniformis (ATCC 25602) [348]

Lactobacillus oris (NCDO 2160) [363]
Lactobacillus reuteri (DSM 20016) [364]
Lactobacillus fermentum (NCDO 1750) [365]
- Weissella paramesenteroides (DSM 20288) [366]
Weissella minor (ATCC 35412) [367]
Lactobacillus minor (NCDO 1973) [368]

E Lactobacillus vaginalis (NCTC 12197) [362]

- Weissella viridescens (NCDO 1655) [369]
Weissella halotolerans str. R61 (ATCC 35410) [370]
Weissella kandleri (NCDO 2753) [371]
Weissella confusa (NCDO 1586) [372]

Leuconostoc oenos (ATCC 23279) [373]
—l — Leuconostoc fallax (DSM 20189) [374]




! auconostoc oenos (A1 CC 23279) |373]

Leucor fallax (DSM 20189) [374]

Lacwuacillus fructosus (NCDO 2345) [375]

Leuconostoc amelobiosum (NCFB 2787) [376]

Leuconostoc lactis (ATCC 19256) [377]

Leuconostoc mesenteroides subsp. mesenteroides (ATCC 8293) [378]
Leuconostoc mesenteroides subsp. cremoris (ATCC 19254) [379]

Globicatella sanguis [380]
‘I E Aerococcus viridans (ATCC 11563) [381]
Aerococcus urinae (NCFB 2833) [382]
_{ Brochothrix campestris (ATCC 43754) [383]

Brochothrix thermosphacta (NCDO 1676) [384]
If Listeria murrayi str. F-9 (NCTC 10812) [385]

Listeria grayi (CIP 6818) [386]
Listeria ivanovii str, SLCC 2379 (NCTC 11846) [387]
Listeria seeligeri (NCTC 11856) [388]
Listeria welshimeri (NCTC 11857) [389]
Listeria innocua str. SLCC 3379 (NCTC 11288) [390]
l Listeria monocytogenes [391]
Listeria innocua [392]
Listeria monocytogenes serotype 1a str. 53 XXIII (NCTC 10357) [393]
Listeria monocytogenes serotype 1a (ATCC 35152) [394]
_I-_ Planococcus citreus (NCIMB 1493) [395]
Planococcus kocurii (NCIMB 629) [396]
-} Bacillus psychrophilus str. W16A (ATCC 23304) [397]

- Bacillus psychrophilus str. W5 (ATCC 23306) [398]
' Bacillus globisporus (DSM 4) [399]
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— Bacillus pasteurii (NCIB 8841) [401]
Bacillus insolitus (DSM 5) [402]
- Kurthia zopfii (ATCC 33403) [403]

i {— Sporosarcina ureae (NCIMB 9251) [400]

- Bacillus sphaericus str. 1013 (ATCC 14577) [404]

Bacillus fusiformis (ATCC 7055) [405]

Bacillus sphaericus str. 2297 [407]
Bacillus sphaericus (NRS 400) [408]
Bacillus sphaericus str. 2362 [409]
Bacillus sphaericus (NRS 592) [410]

Bacillus thuringiensis (NCIB 9134) [411]

Bacillus medusa (NCIB 10437) [412]
Bacillus mycoides (DSM 2048) [413]
Bacillus cereus (NCDO 1771) [414]
Bacillus cereus (NCTC 11143) [415]
Bacillus anthracis str. Sterne [416]

Staphylococcus caseolyticus [419]

I Staphylococcus aerophilus [420]
Staphylococcus equorum [421]

Staphylococcus cohnii [422]

- Staphylococcus kloosii [423]

Staphylococcus caprae [424]

Staphylococcus saprophyticus [425]

Staphylococcus lugdunensis [427]
Staphylococcus hominis [428]
Staphylococcus xylosus [429]

| Bacillus sphaericus (NRS 1198) [406]

Staphylococcus saprophyticus str. NT75 [426]

Stanhvlococcus hominis (ATCC 27844) [430]

ey
Gemella haemolysans (ATCG 10379) [417] ~3~1
Gemella morbillorum (ATCC 27824) [418]



Staphylococcus xylosus 721
Staphylococcus hominis yC 27844) [430]
Staphylococcus haemolyticus (ATCC 29970) [431]

Staphylococcus intermedius [433]
Staphylococcus muscae str. MB4 (CCM 4175) [434]
Staphylococcus auricularis [435]

Staphylococcus carnosus [436]

Staphylococcus sciuri [437]

Staphylococcus sciuri (ATCC 20345) [438]
Staphylococcus warneri [439)]

Staphylococcus aureus [440]
Staphylococcus haemolyticus [441]
Staphylococcus aureus (ATCC 12600) [442]

Staphylococcus epidermidis <Stp.epide2> [443]
Staphylococcus arlettae [444]

Staphylococcus epidermidis <Stp.epide3> [445]
Staphylococcus epidermidis (ATCC 14990) [446]

Bacillus amyloliquefaciens (ATCC 23350) [447]
Bacillus lentimorbus (ATCC 14707) [448]

Bacillus subtilis [449]

Bacillus lautus (NCIB 12780) [450]

Bacillus licheniformis (DSM 13) [451]

Bacillus popilliae (ATCC 147086) [452]

Bacillus atrophaeus (NCIB 12899) [453]

Bacillus pumilus (NCDO 1766) [454]
Bacillus fastidiosus (DSM 91) [455]
Bacillus simplex (DSM 1321) [456]
[ Bacillus maroccanus (NCIB 10500) [457]
- Bacillus psychrosaccharolyticus (ATCC 23296) [458]
Bacillus megaterium (DSM 32) [459]
Bacillus azotoformans (ATCC 29788) [460]
Bacillus firmus (NCIB 9366) [461]

Bacillus benzeovorans (NCIB 12555) [462]
Bacillus circulans (NCDO 1775) [463]
Bacillus lentus (NCDO 1127) [464]

Bacillus badius (NCDO 1760) [465]

Bacillus aminovorans (NCIMB 8292) [466]
Bacillus coagulans (NCDO 1761) [467]
"Lactobacillus” thermophilus (ATCC 8317) [468]
Alicyclobacillus acidoterrestris (DSM 3922) [469]
Sporosarcina halophila (NCIMB 2269) [470]
Bacillus pantothenticus (NCDO 1765) [471]
Bacillus methanolicus str. C1 (NCIMB 13114) [472]
Bacillus smithii (DSM 4216) [473]

Saccharococcus thermophilus (ATCC 43125) [474]
Bacillus thermoglucosadicus (ATCC 43742) [475]

Bacillus stearothermophilus str. T10 [476]
Bacillus stearothermophilus (NCDO 1768) [477]
Bacillus kaustophilus (NCIB 8547) [478]
EBacillus alcalophilus (DSM 485) [479]

Sporolactobacillus inulinis (ATCC 15538) [480]
Marinococcus halophilus (NCIMB 2178) [481]

Bacillus aneurinolyticus (NCIB 10056) [482]
E[{ Bacillus laterosporus (NCDO 1763) [483]

Bacillus brevis (ATCC 8185) [484]
Bagcillus brevis (NCIB 9372) [485]

— Rarilliie nalrmuva (INCDMN 1774V TARR]

Staphylococcus schleiferi subsp. schleiferi (DSM 4807) [432]



"1 Bacillus brevis (NCIB 93771485
Bacillus polymyxa (NCDO ) [486]
Bacillus azotofixans (ATCC 35681) [487]
Bacillus macerans (NCDO 1764) [488]
Bacillus alvei (NCDO 1153) [489]
Bacillus pabuli (NCIB 12781) [490]
Bacillus macquariensis str. 673 (NCTC 10418) [491]
Bacillus amylolyticus (NCIB 8144) [492]
Bacillus gordonae (ATCC 29948) [493]
Bacillus pulvifaciens (NCDO 1141) [494]
Bacillus larvae (ATCC 9545) [495]

|: facultative thermophile from copper mine dump str. BC [497]

Bacillus cycloheptanicus [498]
Sulfobacillus thermosulfidooxidans str. VKM B1269 [499]

Alicyclobacillus acidocaldarius (ATCC 43034) [500]

Alicyclobacillus acidoterrestris (DSM 3923) [501]

Alicyclobacillus acidocaldarius (DSM 446) [502]
Haloanaerobium salsugo str. VS-752 [503]

_|:E Haloanaerobium praevalens (ATCC 33744) [504]
Halothermothrix orenii [505]

Acetohalobium arabaticum str. Z-7288 [506]

[ Sporohalobacter lortetii str. MD-2 (ATCC 35059) [507]
Clostridium barkeri (ATCC 25849) [508]

[: Eubacterium limosum (ATCC 8486) [509]
Clostridium purinolyticum (ATCC 33906) [510]
Eubacterium angustum (ATCC 43737) [511]
Clostridium acidiurici (ATCC 7906) [512]
Eubacterium thermomarinus [513]

Clostridium hydroxybenzoicum str. JW/Z-1 [514]

Helcococcus kunzii (NCFB 2900) [515]

= [ Eubacterium tenue (ATCC 25553) [516]
Clostridium ghoni (ATCC 25757) [517]

- Clostridium sordellii (ATCC 9714) [518]

- Clostridium bifermentans (NCIMB 10716) [519]

lostridium lituseburense (ATCC 25759) [520]

C
{LCIostﬁdium irregularis (ATCC 25758) [521]
Clostridium mayombeii [522]

— Clostridium difficile str. N6 (ATCC 9869) [523]
lostridium mangenotii str. A33N (ATCC 25761) [524]

c
'| I Peptostreptococcus sp. str. C [525]
Peptostreptococcus anaerobius (ATCC 27337) [526]

Clostridium thermoalkaliphilum str. L-23-2 [527]
Clostridium paradoxum str. JW-YL-7 [528]
Clostridium sticklandii str. HF (ATCC 12662) [529]
Clostridium villosum (ATCGC 33388) [530]
Eubacterium yurii subsp. yurii (ATCC 43713) [531]
Epulopiscium sp. str. morphotype B [532]
Epulopiscium sp. str. morphotype A2 [533]
Clostridium lentocellum (DSM 5427) [534]
Epulopiscium sp. str. morphotype A1 [535]

"Clostridium piliforme” [536]

Tyzzer associated bacterium str. RJ [537]

Tyzzer associated bacterium str. RT [538]
Eubacterium xylanophilum (ATCC 35991) [539]
ostridium aminovalericum (ATCC 13725) [540]

Cl
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facultative thermophile from copper mine dump, New Mexico str. ALV [496]
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Acetitomact’ str. 139B (ATCC 43876) [541]
Clostridium pol, harolyticum (ATCC 33142) [542]
Eubacterium halii (ATCC 27751) [543]

Eubacterium eligens (ATCC 27750) [544]
Lachnospira pectinoschiza str. 150-1 [545]
Lachnospira multiparus str. 40 [546]
Lachnospira multiparus (ATCC 19207) [547]
Eubacterium hadrum (ATCC 29173) [548]
Eubacterium uniforme (ATCC 35992) [549]
Eubacterium ventriosum (DSM 3988) [550]
Clostridium oroticum (ATCC 13619) [551]
Eubacterium fissicatena (DSM 3598) [552]
Eubacterium contortum (ATCC 25540) [553]
Eubacterium formicigenerans (ATCC 27755) [554]
Clostridium nexile (DSM 1787) [555]
Eubacterium saburreum (DSM 3986) [556]
"Streptococcus" hansenii (ATCC 27752) [557]
Clostridium coccoides (ATCC 29236) [558]
Eubacterium rectale (ATCC 336586) [559]
| E Roseburia cecicola (ATCC 33874) [560]
Eubacterium cellulosolvens (ATCC 43171) [561]
— Clostridium clostridiiforme (ATCC 25537) [562]
I: Clostridium symbiosum (ATCC 14940) [563]

Clostridium aminophilum str. F (VPI 14602) [564]

Clostridium xylanolyticum Decayed Pinus patula chips, Richards Bay, South Africa (ATCC 49623) [565]
‘E Clostridium sphenoides (ATCC 19403) [566]

Clostridium celerecrescens (DSM 5628) [567]
Peptococeus niger [568]

e aed e T

o
Fuminis

Desulfotomaculum orientis str. Singapore | (NCIB 8382) [569]
Desulfotomaculum ruminis str. DL (NCIB 8452) [570]

Desulfotomaculum nigrificans (NCIMB 8395) [571]

Heliobacterium chlorum (ATCC 35205) [572]

Acidaminococcus fermentans from pig gut str. VR4 (ATCC 25085) [573]

Acetonema longum str. APO-1[574]

.|_'|: str. clone CY 69 [575]

Clostridium quercicolum (ATCC 25974) [576]
_L— Sporomusa termitida str. JSN-2 [577]

Sporomusa paucivorans str. X (DSM 3697) [578]

Megasphaera elsdenii str. B159 (ATCC 17752) [579)
———— Quinella ovalis [580]

—— Selenomonas sputigena (ATCC 35185) [581]
Pectinatus frisingensis (ATCC 33332) [582]

Pectinatus cerevisiiphilus (ATCC 29359) [583]
Zymophilus paucivorans (DSM 20756) [584]

Selenomonas lacticifex (ATCC 20757) [585]

Selenomonas ruminantium subsp. lactilytica (DSM 2872) [586]
Selenomonas ruminantium str. HD4 [587]

Selenomonas ruminantium str. GA192 [588]
Thermoanaerobacter acetoethylicus str. HTB2/W (ATCC 33265) [589]
Thermoanaerobacter ethanolicus str. JW-200 (ATCC 31550) <Tab.ethan1> [520]
Thermoanaerobacter ethanolicus str. JW-200 (ATCC 31550) <Tab.ethano> [591]
Clostridium sp. str. AZ3 B.1[592]

Acetogenium kivui (DSM 2030) [594]
Thermoanaerobacter finnii str. AKo-1 (DSM 3389) [595]
isolate from Siljan ring drill (~3 km down) str. Gluc1 [596]
Thermoanaerobacter brockii str. HTD4 (DSM 1457) [597]

Thermoanaerobacter thermohydrosulfuricus str. E100-69 (DSM 567) [583]
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‘ Thermoanaerobacter brockii str 4 (DSM 1457) [597]
Thermoanaerobacter ethanolicu. . 39E (ATCC 33223) [598]
Clostridium thermocopriae str. JT-3 (IAM 13577) [599]

Clostridium thermosaccharolyticum (ATCC 7956) [600]
Thermoanaerobacterium saccharolyticum str. B6A-RI (DSM 7060 (T)) [601]
Thermoanaerobium lactoethylicum str. ZE-1 [602]
Thermoanaerobacterium thermosulfurigenes str. 4B (ATCC 33743) [603]
Thermoanaerobacterium xylanolyticum str. LX-Il (DSM 7097) [604]

I: Syntrophospora bryantii (DSM 3014B) [605]
Syntrophomonas wolfei (DSM 2245) [6086]

: _I:. Desulfotomaculum australicum str. AB33 (ACM 3917) [607]
Desulfotomaculum thermobenzoicum [608]

Clostridium thermoaceticum str. LJD [609]
Clostridium thermoaceticum (ATCC 39073) [610]
Clostridium thermoautotrophicum str. JW 701/5 [611]
Clostridium thermoautotrophicum str. JW 701/3 (DSM 1974) [612]
Fusobacterium alocis (ATCC 35896) [613]

Fusobacterium nucleatum subsp. animalis (NCTC 12276) [614]
Fusobacterium simiae (ATCC 33568) [615]

Fusobacterium nucleatum subsp. nucleatum (ATCC 25586) [616]
Fusobacterium nucleatum subsp. fusforme (NCTC 11326) [617]
Fusobacterium nucleatum subsp. polymorphum (ATCC 10953) [618]
Fusobacterium periodonticum str. EK1-15 (ATCC 33693) [619]
L Fusobacterium russii (ATCC 25533) [620]

Fusobacterium mortiferum (ATCC 25557) [621]

Fusobacterium necrogenes (ATCC 25556) [622]
Fusobacterium ulcerans (NCTC 12111) [623]
Fusobacterium varium (ATCC 8501) [624]
Fusobacterium gonidoformans (ATCC 25563) [625]
Fusobacterium necrophorum (ATCC 25286) [626]

Fusobacterium necrophorum str. isolate FnS-1 [627]

Fusobacterium necrophorum [628]

— Fusobacterium perfoetens (ATCC 29250) [629]
Propionigenium modestum [630]
_: Leptotrichia buccalis (ATCC 14201) [631]
Sebaldella termitidis (ATCC 33386) [632]

—————— Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 58 [633]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 66 [634]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 65 [635]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 4 [636]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 64 [637]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 47 [638]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 87 [639]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 19 [640]
Atopobium minutum (NCFB 2751) [641]
Eubacterium fosser (ATCC 43386) [642]
Atopobium parvulum str. 1246 (ATCC 33793) [643]
Atopobium rimae str. VPI D140H-11A (NCFB 2896) [644]
Eubacterium lentum (DSM 2243) [645]

Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-16 [646]
— _l_— Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-9 [647]
Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-5 [648]
high G+C sulfate reducer from coal mine drainage str. TH3 [649]
Frankia sp. endophyte in Coriaria nepalensis root nodules str. Cn7 atypical [650]

Frankia sp. from Datisca cannabina root nodules str. Dc2 atypical [651]

Frankia sp. host Purshia tridentata from Wyoming str. Ptl1 [652]
Frankia sp. from Coriaria nepalensis root nodules str. Cn3 atypical [653]



|_l- Frankia sp. host Purshia tnde=*ata from Wyoming str. PtI1 [852]

Frankia sp. from Coriaria ne )sis root nodules str. Cn3 atypical [653]

_[ Frankia sp. endophyte in Datis.a cannabina root nodules [654]

Frankia sp. endophyte in Coriaria nepalensis root nodules [655]

‘Frankia sp. from nodule from Alnus viridis nodule from La Tousuire (France) [656]

Frankia sp. host Alnus rugosa from Quebec (Canada) str. ARgP5(AG) [657]

‘[_Frankia sp. host Alnus viridis from La Toussuire (France) str. AVN170 [658]

Frankia sp. str. Agd5/Mut15 [659]

1 Frankia sp. host Casuarina equisetifolia from Dakar (Senegal) str. CeD [660]

Frankia sp. host Casuarina equisetifolia from Madagascar str. M2 [661]

~ Frankia sp. str. Arl4 [662]

Frankia alni host Alnus rubra from Oregon str. Arl3 [663]

il I Frankia sp. str. AcN14a [664]

— Acidothermus cellulolyticum [665]

Frankia sp. host Elaeagnus angustifolia from Ecully, France str. Ea1-12 [666]
Frankia sp. host Hippophae rhamnoides str. CH [667]

Frankia sp. host Elaeagnus umbellata from lllinois str. EUN1f [668]

Frankia sp. host Hippophae rhamnoides from Alps, France str. HRN18a [669]
Frankia sp. host Casuarina equisetifolia from Dakar (Senegal) str. D11 [670]
Frankia sp. host Colletia spinosissima from Argentina str. Col [671]
Streptomyces lavendulae subsp. lavendulae (DSM 2014) [672]
Streptoverticillium luteoreticuli (DPDU 0081) [673)]

Streptomyces griseus subsp. griseus (KCTC 9080) [674]

Streptomyces purpureus (DSM 43460) [675]

Streptoverticillium ladakanum subsp. ladakanum (DSM 40587) [676]

Kitasatosporia setae (DSM 43861) [677]

Kitasatosporia griseola (DSM 43859) [678]

Kitasatosporia phosalacinea (DSM 43860) [679]

Streptoverticillium cinnamoneum subsp. azacolutum (DPDU 0074) [680]

Streptoverticillium baldacii (DPDU 0819) [681]

Streptoverticillium olivoreticuli subsp. cellulophilum (DPDU 0278) [682]

Streptoverticillium cinnamoneum subsp. cinnamoneum (DPDU 0093) [683]

Streptoverticillium abikoense (DSM 40831) [684]

Streptoverticillium salmonis (DPDU 00098) [685]

Streptomyces diastaticus subsp. diastaticus (DSM 40496) [686]
Streptomyces brasiliensis str. CCIB 71 (DSM 43159) [687]
Streptomyces ambofaciens [688]

_| 44 Streptomyces coelicolor str. A3(2) [689]

Streptomyces lividans str. TK21 [690]

Streptomyces lividans str. TK64 [691]
Streptomyces coelicolor [692]
- Streptomyces albus subsp. albus (DSM 40313) [693]
Bifidobacterium longum (ATCC 15707) [694]
- Bifidobacterium pseudolongum (ATCC 25526) [695]
Bifidobacterium suis (ATCC 27533) [696]

Bifidobacterium indicum (ATCC 25912) [697]

Bifidobacterium infantis (ATCC 15697) [698]
Bifidobacterium breve (ATCC 15700) [699]

Bifidobacterium breve (ATCC 15698) [700]

Bifidobacterium breve (CIP 6469) [701]

Bifidobacterium magnum (ATCC 27540) [702]

Bifidobacterium cuniculi (ATCC 27916) [703]

Bifidobacterium animalis (ATCC 25527) [704]

Bifidobacterium globosum (ATCC 25865) [705]

Bifidobacterium bifidum (DSM 20456) [706]

Bifidobacterium angulatum (ATCC 27535) [707]

Bifidobacterium catenulatum str. B669 (ATCC 27539) [708]
Bifidobacterium nseudocatenulatum (ATCC 27919) 7091




, Bifidobacteriurstenulatum str. B669 (ATCC 27539) [708]
Bifidobacterit eudocatenulatum (ATCC 27919) [709]
Bifidobacterium aentium (ATCC 15423) [710]
Bifidobacterium adolescentis (ATCC 15703) [711]
Gardnerella vaginalis (ATCC 14018) [712]
Bifidobacterium minimum (ATCC 27538) [713]
Bifidobacterium coryneforme (ATCC 25911) [714]
Bifidobacterium asteroides (ATCC 25910 (Needs to be checked)) [715]
Actinomyces pyogenes (ATCC 19411) [716]
Eubacterium suis (DSM 20839) [717]
= Arcanobacterium haemolyticum str. 53/W/1 (NCTC 9697) [718]
Mobiluncus curtisii str. BV 345-16 (ATCC 35241) [719]
Mobiluncus mulieris str. SV 17J (ATCC 35243) [720]
Actinomyces odontolyticus (DSM 43331) [721]
Actinomyces hyovaginalis (NCFB 2983) [722]
Actinomyces multifermentans str. 97/90 [723]
Actinomyces anitratus str. 50/90 [724]
Actinomyces israelii [725]
Actinomyces gerencseriae subsp. serotype 2 str. WVU 307 (DSM 43322) [726]
Actinomyces bovis (DSM 43014) [727]
Actinomyces naeslundii (DSM 43013) [728]
Actinomyces viscosus (DSM 43027 (Needs to be checked) DSM 433277) [729]
Tropheryma whippelii [730]
Whipple's disease-associated bacterium [731]
Clavibacter xyli subsp. cynodontis str. Gxc [732]
Aureobacterium esteroaromaticum (ATCC 8091) [733]
"Flavobacterium" marinotypicum (ATCC 19260) [734]
Dermatophilus congolensis (ATCC 14637) [735]
str. clone CY 44 [736]
Terrebacter tumescens (NCIB 8914) [737]
Rothia dentocariosa (ATCC 17931) [738]
Arthrobacter sp. str. H1 [739]
Micrococcus luteus str. Hucker S66 (ATCC 381) [740]
Renibacterium salmoninarum str. Les-1-74 (ATCC 33209) [741]
Arthrobacter globiformis (DSM 20124) [742]
Propionibacterium acidipropionici (DSM 20272) [743]
Eubacterium combesii (ATCC 25545) [744]
Propionibacterium jensenii (DSM 20535) [745]
Propionibacterium thoenii (DSM 20276) [746]
Propionibacterium acnes (DSM 1897) [747]
Actinomyces israelii (DSM 43020 (wrong ?)) [748]
Propionibacterium freudenreichii (DSM 20271) [749]
Propionibacterium propionicum (DSM 43307) [750]
Propionibacterium innocuum (NCTC 11082) [751]
L— Microlunatus phosphovorus str. NM-2 [752]
_{- Nocardioides fastidiosa (NCIMB 12713) [753]
Aeromicrobium erythreum (NRRL B-3381) [754]
Nocardioides simplex (NCIB 8929) [755]
Nocardioides jensenii (DSM 20641) [756]
Nocardioides luteus (NCIB 11455) [757]
Nocardioides albus (DSM 43109) [758]
Nocardioides plantarum (NCIMB 12834) [759]
Arthrobacter simplex (ATCC 6946) [760]
_{ Frankia sp. str. L27 [761]
Frankia sp. str. G48 [762]
I{E_ Saccharopolyspora hirsuta (ATCC 27875) [763]

Saccharopolyspora hordei str. A54 (ATCC 49856) [764]
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Saccharopolyspora ho*  istr. A54 (ATCC 49856) [764]
Saccharopolysporac  jaea str. M5-12259 (NRRL 2338) [765]
Saccharopolyspora rectivirgula (ATCC 33515) [766]
Actinopolyspora halophila [767]
Saccharomonospora viridis (ATCC 15386) [768]
Kibdelosporangium aridum [769]

Amycolatopsis azurae (NRRL 11412) [770]

Amycolatopsis methanolica (NCIB 11946) [771]
Amycolatopsis fastidiosa (ATCC 31181) [772]
Saccharothrix australiensis [773]

Pseudonocardia thermophila str. A18 (ATCC 19285) [774]
Amycolata autotrophica (DSM 43210) [775]

Amycolata nitrificans (IFAM 379) [776]

Pseudoamycolata halophobica (DSM 43089) [777]

Amycolata petrophilea (IFAM 78) [778]

[' Nocardia asteroides [779]
Nocardia asteroides str. N 19 (DSM 43005) [780]
Nocardia otitidiscaviarum (ATCC 14629) [781]

Rhodococceus equi [782]

Rhodococcus erythropolis (DSM 43188) [783]
Rhodococcus fascians str. CF19 (DSM 20131) [784]

—— Rhodococcus rhodochrous [785]
orynebacterium renale (ATCC 19412) [786]

1 C
Corynebacterium ofitidis [787]
Corynebacterium variabilis str. FK 31 (NCIB 9455) [788]
I Corynebacterium xerosis (ATCC 373) [789]
_I-_ Gordona bronchialis (DSM 43247) [790]
Gordona terrae (DSM 43249) [791]
__I Tsukamurella paurometabolum (NCTC 10741) [792]
Tsukamurella paurometabolum (DSM 20162) [793]
Mycobacterium sphagni str. Sph29 (ATCC 33026) [794]
Mycobacterium madagascariense (ATCC 49865) [795]
Mycobacterium confluentis [796]

Mycobacterium smegmatis str. W-113 (ATCC 14468) [797]
Mycobacterium thermoresistibile (ATCC 19527) [798]
Mycobacterium sp. str. chromogen [799]

Mycobacterium flavescens (ATCC 14474) [800]

Mycobacterium phlei (ATCC 11758) [801]

Mycobacterium komossense str. Ko2 (ATCC 33013) [802]
Mycobacterium aichiense (ATCC 27280) [803]
Mycobacterium gilvum (ATCC 43909) [804]

Mycobacterium obuense (ATCC 27023) [805)

Mycobacterium chubuense (ATCC 27278) [806]
Mycobacterium vaccae (ATCC 15483) [807]
Mycobacterium aurum (ATCC 23366) [808]

Mycobacterium fortuitum subsp. fortuitum (ATCC 6841) [809]
Mycobacterium senegalense (ATCC 35796) [810]

+ Mycobacterium farcinogenes (DSM 43294) [811]
Mycobacterium chelonae (ATCC 14472) [812]

IJ"T Mycobacterium necaurum (ATCC 25795) [814]
Mycobacterium diernhoferi str. SN 1418 (ATCC 19340) [815]
Mycobacterium fallax (ATCC 35219) [816]

[ Mycobacterium chitae (ATCC 19630) [817]

{ Mycobacterium chitae (ATCC 19627) [818]

- Mycobacterium gadium (ATCC 27726) [819]

— Mycobacterium triviale (ATCC 23292) [820]

L AT sArAAY TRAALT

Mycobacterium chelonae subsp. abscessus str. L948 (ATCC 19977) [813]
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— Mycobacterium triviale -C 23292) [820]
Mycobacterium nonch. Eenicum (ATCC 19530) [821]
f Mycobacterium hiberniae (ATCC 9874) [822]
Mycobacterium terrae (ATCC 15755) [823]
‘I.— Mycobacterium xenopi (ATCC 19250) [824]
Mycobacterium shimoidei [825]
Mycobacterium celatum (ATCC 51130) [826]
Mycobacterium celatum (ATCC 51131) [827]
Mycobacterium cookii str. NZ2 (ATCC 49103) [828]
1 Mycobacterium asiaticum str. N6IH (ATCC 25276) [829]
- Mycobacterium gordonae str. P-15 (ATCC 14470) [830]
Mycabacterium geneveuse [831]
Mycobacterium sp. [832]
Mycabacterium simiae (ATCC 25275) [833]
Mycobacterium szulgai (ATCC 35799) [834]
Mycobacterium malmoense str. Mo 816 (ATCC 29571) [835]
Mycobacterium haemophilum [836]
Mycobacterium microti str. OV 254 [837]
Mycobacterium tuberculosis str. H37/Rv [838]
Mycobacterium bovis str. BCG [839]
Mycobacterium bovis str. vallee [840]
Mycobacterium marinum [841]
Mycobacterium ulcerans <Myb.ulcrns> [842]
Mycobacterium ulcerans <Myb.ulern2s> [843]
Mycobacterium leprae str. LTB [844]
Mycobacterium leprae <Myb.leprae> [845]
Mycobacterium leprae <Myb.lepra5> [846]
Mycobacterium leprae <Myb.leprad> [847]
Mycobacterium leprae from skin nodules of the nine-banded armadillo [848]
Mycobacterium leprae str. armadillo grown [849]
Mycobacterium leprae <Myb.lepra2> [850]
Mycobacterium kansasii str. SN 502 (DSM 43224 (not the strain)) [851]
Mycobacterium gastri str. W-417 (ATCC 15754) [852]
Mycobacterium kansasii str. G133 (A. Pollak) (ATCC 12478) [853]
— Mycobacterium kansasii [854]
~ Mycobacterium intermedium [855]
- Mycobacterium scrofulaceum (ATCC 19981) [856]
Mycobacterium sp. str. 3937 [857]
Mycobacterium intracellulare str. 1-13 (Brennan#29) [858]
Mycobacterium intracellulare str. 8-3 (Brennan#36) [859]
Mycobacterium intracellulare str. SN 424 (ATCC 15985) [860]
Mycobacterium intracellulare subsp. seravar 16 str. 1-19 (Brennan#31) [861]
Mycobacterium intracellulare subsp. serovar 23 [862]
Mycobacterium intracellulare subsp. serovar 16 str. 1-18 (Brennan#30) [863]
Mycobacterium paratuberculosis bovine isolate str. peip [864]
- Mycobacterium avium subsp. serovar 8 str. SUB#2 [865]
Mycobacterium avium str. serovar 1 [866]
Mycobacterium avium str. serovar 4 [867]
Mycobacterium paratuberculosis str. Dx8610316 [868]
Mycobacterium paratuberculosis [869]
Mycobacterium paratuberculosis str. wein [870]
Mycobacterium paratuberculosis str. Dx8709991 [871]
Mycobacterium avium subsp. serovar 11 str. lllb (TMC-1462) [872]
Mycobacterium avium str. 8-2 (Brennan#35) [873]
Mycobacterium avium str. Brennan#34 [874]
Mycobacterium avium subsp. serovar 10 str. 9-60 [875]
Mycobacterium avium str. 11-11 (Brennan#38) [876]
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Mycobacterium avium 1-11 (Brennani38) [876]
Mycobacterium paratuw. _ulosis str. Linda [877]
Mycobacterium avium subsp. serovar 26 str. Hiberry 1244 [878]
Mycobacterium paratuberculosis str. 18 [879]
Mycobacterium avium subsp. paratuberculosis (ATCC 19698) [880]
Mycobacterium paratuberculosis str. Y-37 [881]
Mycobacterium avium subsp. avium str. chester (DSM 43216) [882]
Clostridium cellulolyticum (ATCC 35319) [883]
Clostridium papyrosolvens (ATCC 35413) [884]
Clostridium termitidis (DSM 5396) [885]
Clostridium cellobioparum (ATCC 15832) [886]
Clostridium aldrichii (DSM 6159) [887]
Clostridium thermocellum [888]
Clostridium stercorarium [889]
Clostridium thermolacticum str. TC 21 (DSM 23911) [830]
cellulolytic thermophile str. Rt51.B1 [891]
Clostridium stercorarium (NCIMB 11754) [892]
Eubacterium desmolans (ATCC 43058) [893]
Eubacterium plautii (DSM 4000) [894]
Eubacterium siraeum (ATCC 29066) [895]
Clostridium cellulosi str. (T) [896]
Clostridium leptum (ATCC 29065) [897]
Clostridium sporosphaeroides (ATCC 25781) [898]
cellulolytic thermophile; from Raoul Island, NZ str. RI2.B1 [899]
cellulolytic thermophile str. Wai35 B1 [300]
"Anaerocellum thermophilum” str. Z-1203 ? [901]
cellulolytic thermaphile str. COMP.B1 [902]
“Caldocellum saccharolyticum” str. Tp8T.6331 (ATCC 43494) [903]
*Thermoanaeraobacter cellulolyticus® str. NA 10 (IFO 144386) [904]
cellulolytic thermophile str. Rt8.B7 [305]
cellulolytic thermophile; from Orakei Korako, NZ str. Ok9.B1 [906]
cellulolytic thermophile str. Rt8. B15 [907]
—— Clostridium fervidus str. RT4. B1 (ATCC 43204) [908]
Clostridium botulinum str. 468 toxin type C [909]
Clostridium botulinum (NCTC 8265) [910]
Clostridium novyi str. type A (NCTC 538) [911]
Clostridium thermobutyricum str. Wiegel [912]
Clostridium thermopalmarium (DSM 5974) [913]
Eubacterium delafieldii (DSM 5704) [914]
Clostridium subterminale (ATCC 25774) [915]
Clostridium botulinum str. 113/30 toxin type G [916]

Clostridium argentinense (ATCC 27322) [917]

Clostridium estertheticum [918]
—— Clostridium pasteurianum (ATCC 6013) [919]

Clostridium botulinum subsp. Type A (NCTC 7272) [920]
Clostridium botulinum subsp. Type A str. KYTO-F (ATCC 25763) [921]
Clostridium botulinum <C.botuliné> [922]
Clostridium botulinum (NCTC 7273) [923]
Clostridium novyi str. 151 (L.S. McClung) (ATCC 17861) [924]
Clostridium sporogenes (ATCC 3584) [925]
Clostridium putrificum str. 2318 (ATCC 25784) [926]
Clostridium oceanicum (ATCC 25647) [927]
Clostridium tyrobutyricum (ATCC 25755) [928]
Clostridium tyrobutyricum (NIZO 51) [929]
Clostridium ljungdahlii str. PETC (ATCC 49587) [930]
Clostridium kluyveri (ATCC 8527) [931]
— Clostridium cochlearium (ATCC 17787) [932]




L—— Clostridium kluyve= (A |1 CC 8527) [931] :
Clostridium cochlear TCC 17787) [932] '
Clostridium malenomiatum (ATCC 25776) [933]

Clostridium tetanomorphum (NCIMB 11547) [934]

Clostridium scatologenes (ATCC 25775) [935]

Clostridium histolyticum (ATCC 19401) [336]
Clostridium proteolyticum (ATCC 49002) [937]
Clostridium limosum (ATCC 25620) [938]
Clostridium sardiniensis (ATCC 33455) [939]
Clostridium collagenovorans (ATCC 49001) [940]
Clostridium cadaveris (ATCC 25783) [941]
Clostridium perfringens (ATCC 13124) [942]
L_| Clostridium perfringens str. CPN50 [943]
Eubacterium tarantellus (ATCC 29255) [944]

— Clostridium fallax (ATCC 19400) [945]

Clostridium butyricum str. E.V1.3.6.1 (NCIMB 8082) [946]
Clostridium butyricum <C.butyric3> [947]

Clostridium butyricum str. Rowett (ATCC 19398) [948]
Clostridium butyricum <C.butyric2> [949]

Clostridium beijerinckii <C.beijeri3> [950]

Clostridium beijerinckii <C.beijeri2> [951]

Clostridium acetobutylicum (NCIMB 8052) [952]
Clostridium puniceum (DSM 2619) <C.puneciu2> [953]
Clostridium puniceum (DSM 2619) <C.punecium> [954]
Clostridium botulinum <C.botulin5> [955]

‘I Clostridium botulinum <C.botulin4> [956]

Clostridium botulinum <C.botulin3> [957]

{ Clostridium aurantibutyricum (NCIB 10659) [958]
Clostridium chartatabidum (DSM 5482) [959]
Clostridium cellulovorans (DSM 3052) <C.celluvor> [960]
Clostridium celluloverans (DSM 3052) <C.celluvo2> [961]

Clostridium barati (VP 15886) [962]

Clostridium paraputrificum (ATCC 25780) [963]

Clostridium camis (ATCC 25777) [964]

Eubacterium moniliforme (ATCC 25546) [965]

Eubacterium multiforme (ATCC 206394) [966]

Eubacterium budayi (ATCC 25541) [967]

Clostridium barati <C.barati3> [968]

Eubacterium nitritogenes (DSM 3985) [969]

Clostridium barati <C.barati2> [970]

Prevotella oralis (ATCC 33269) [971]
Prevotella loescheii (ATCC 15930) [972]
Prevotella buccalis (ATCC 35310) [973]
Prevotella buccae str. VPl D3A-6 (ATCC 33574) [974]
Prevotella buccae str. 938.11 (ATCC 33690) [975]
Prevotella oris (ATCC 33573) [976]
Prevotella ruminicola (ATCC 19189) [977]
Prevotella bivia (ATCC 29303) [978]
Prevotella oulora (ATCC 43324) [979]
Prevotella veroralis (ATCC 33779) [980]
Prevotella denticola (ATCC 33185) [981]
Prevotella denticola str. 1210 (ATCC 35308) [982]
Prevotella melaninogenica str. B282 (ATCC 25845) [983]
Prevotella melaninogenica str. N-58-71A (ATCC 43982) [984]
Prevotella corporis (ATCC 33547) [985]
Prevotella disiens (ATCC 29426) [986]
Prevotella intermedia (ATCC 25611) [987]
+ Prevotella niarescens str. B515 (ATCC 25261) (9881




Prevotella nigrescens str. B515 (ATCC 25261) [98!
Prevotella nigrescens str. Lambe 729-74 (ATCC 33:1-..\:? [989]
Bacteroides zoogleoformans (ATCC 33285) [990]
Bacteroides heparinolyticus (ATCC 35895) [991]
Bacteroides vulgatus (ATCC 8482) [¢92]
Bacteroides uniformis (ATCC 8492) [993]
_Bacteroides fragilis (ATCC 25285) [994]
Bacteroides ovatus (NCTGC 11153) [995]
Bacteroides thetaiotaomicron str. ES0 (ATCC 29148) [996]
Bacteroides thetaiotaomicron (VP| 5482) [997]
Bacteroides eggerthii (NCTC 11185) [998]
Bacteroides distasonis (ATCC 8503) [999]
Bacteroides forsythus str. 338 [1000]
Bacteroides levii (ATCC 29147) [1001]
Bacteroides macacae (ATCC 33141) [1002]
Porphyromonas salivosa (NCTC 11632) [1003]
Porphyromonas gingivalis (ATCC 33277) [1004]
Porphyromonas asaccharolytica (ATCC 25260) [1005]
Porphyromonas circumdentaria (NCTC 12469) [1008]
Porphyromonas endodontalis (ATCC 35406) [1007]
Bacteroides splanchnicus (NCTC 10825) [1008]
Cytophaga xylanolytica str. XM3 [1009]
Cytophaga agarovorans (ATCC 19043) [1010]
Cytophaga fermentans (ATCC 19072) [1011]
Bacteroides putredenis (ATCC 29800) [1012]
Rikenella microfusus (ATCC 29728) [1013]
"Anaeroflexus maritimus"” str. PL12FS (DSM 2831) [1014]
Microscilla aggregans subsp. catalatica str. HI-3 (ATCC 23190) [1015]
Flavobacterium indologenes (ATCC 29897) [1016]
Weeksella zoohelcum (ATCC 43767) [1017]
Flavobacterium gleum (ATCC 35910) [1018]
Flavobacterium balustinum (ATCC 33487) [1019]
Flavobacterium indoltheticum (ATCC 27950) [1020]
Pasteurella anatipestifer [1021]
Flavobacterium meningosepticum (ATCC 13253) [1022]
Omithobacterium rhinotracheale (LMG 9086) [1023]
Weeksella virosa (ATCC 43766) [1024]
Flavobacterium breve (ATCC 14234) [1025]
— Flavobacterium odoratum (ATCC 4651) [1026]
Flexibacter aurantiacus str. Lewin DWO (ATCC 23107) [1027]
Cytophaga johnsonae str. MYX.1.1.1 (ATCC 17061) [1028]
Cytophaga flevensis (ATCC 27944) [1029]
Cytophaga saccharophila str. VL31 (NCIB 2072) [1030]
Flexibacter columnaris str. RR-1a (ATCC 43622) [1031]
Cytophaga johnsonae (DSM 425) [1032]
Sporocytophaga cauliformis (DSM 3657) [1033]
Cytophaga aquatilis (ATCC 29551) [1034]
Cytophaga "succinicans” (DSM 4002) [1035]
u Flavobacterium aquatile (ATCC 11947) [1036]
Vesiculatum antarctica str. 23-P (ATCC 49675) [1037]
Flectobacillus glomeratus (ATCC 43844) [1038]
A str. clone aggregate agg50 [1039]
Flexibacter maritimus (ATCC 43398) [1040]
Capnocytophaga sputigena (ATCC 33612) [1041]
Capnocytophaga ochracca (ATCC 33596) [1042]
Capnocytophaga gingivalis (ATCC 33624) <Cap.gingi2> [1043]
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N Capnocytophaga gingivalis (ATCC 33624) <Cap.gingi2> [1043]
J Capnocytophaga gingivalis (ATCC 33624) <Cap.gingiv> [1044]
Capnoacytophaga cynodegmi (ATCC 49044) [1045]
Capnocytophaga canimorus (ATCC 35979) [1046]
str. clone FL7 [1047]
I: Cytophaga lytica str. LIM-21 (ATCC 23178) [1048]
Cytophaga uliginosa str. Zobell 553 (ATCC 14397) [1049]
Cytophaga marinoflava (ATCC 19326) [1050]
str. clone aggregate agg13 [1051]
Cytophaga latercula str. Lewin SIO-1 (ATCC 23177) [1052]
Flavobacterium salegens (DSM 5424) [1053]
Flavobacterium gondwanense (DSM 5423) [1054]
str. clone aggregate agg58 [1055]

Flexibacter canadensis (ATCC 29591) [1056]
Sphingobacterium heparina (ATCC 13125) [1057]
— Flavobacterium spiritivorum (ATCC 33861) [1058]

-

Sphingobacterium mizutae str. KM 1203 (ATCC 33299) [1059]
Sphingobacterium thalpophilum (ATCC 43320) [1080]
str. clone aggregate agg32 [1061]
str. clone aggregate agg41 [1062]
Saprospira grandis (ATCC 23119) [1063]

Haliscomenobacter hydrossis (ATCC 27775) [1064]
Flavobacterium ferrugineum (ATCG 13524) [1065]
Flexibacter filiformis str. FX e 1 (ATCC 29495) [1066]
Flexibacter sancti (ATCC 23092) [1067]
Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-14 [1068]

Flexibacter litoralis str. Lewin SIO-4 (ATCC 23117) [1069]
Flexibacter roseolus str. Lewin CR-155 (ATCC 23088) [1070]
Flexibacter polymorphus (ATCC 27820) [1071]
Flexibacter tractuosus str. Lewis BA-3 (ATCC 23168) [1072]
"Microscilla sericea” str. SIO-7 (ATCC 23182) [1073]
Microscilla furvescens str. TV-2 (ATCC 23129) [1074]
Spirosoma linguale str. Mc1 (ATCC 23276) [1075]
Flectobacillus marinus str. WH-A (ATCC 43824) [1076]
Cytophaga aurantiaca (ATCC 12208) [1077]
Cytophaga hutchinsonii (ATCC 33406) [1078]
Runella slithyformis (ATCC 29530) [1079]
Sporocytophaga myxococcoides (ATCC 10010) [1080]
Flectobacillus major (ATCC 29496) [1081]
Microscilla marina str. SIO-8 (ATCC 23134) [1082]
Flexibacter elegans str. NZ-1 (ATCC 23112) [1083]
Flexibacter flexilis str. Lewin CR-63 (ATCC 23079) [1084]
Flexibacter ruber str. Lewin GEY (ATCC 23103) [1085]
| Microscilla arenaria str. HJ-1 (ATCC 23161) [1086]
Flexibacter aggregans str. Lewin NN-3 (ATCC 23162) [1087]
—— Cytophaga diffluens str. Lewin LIM-1 (ATCC 23140) [1088]
Thermonema lapsum [1089]
Rhodothermus marinus [1090]
_I—— Pacific Ocean station 49 500m depth bacterioplankton DNA clone clone NH49-10 [1091]
Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-12 <env.16-12B> [1092]
 Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-12 <env.16-12A> [1093]
| Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-16 [1094]
Octopus Spring microbial mat DNA Type M [1095]

str. clone OPI-6 [1096]
_L_L Octopus Spring microbial mat DNA clone clone OSIII-9 [1097]
Octopus Spring micrabial mat DNA Type E [1098]

| Chlors??L_{nl xi__briofo_rrne str. 6030 (DSM 260) [1099]
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Chlorobium vibric ime str. 6030 (DSM 260) [1099] %
Chlorobium limicc . 8327 [1100] p
Chlorobium tepidum str. NZC [1101]
"Clathrochloris sulfurica” str. 1 [1102]

Flexistipes sinusarabici str. MAS 10 (DSM 4947) [1103]

. Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 98 [1104]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 1 [1105]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 113 [1106]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 11 [1107]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 55 [1108]

Gemmata obscuriglobus str. UQM 2246 (ACM 2224) [1109]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 100 [1110]

Planctomyces limnophilus (IFAM 1008) [1111]

Planctomyces maris (ATCC 29209) [1112]

Planctomyces staleyi (ATCC 27377) [1113]

str. clone aggregate agg8 [1114]

Pirellula marina (ATCC 49069) [1115]
ount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 25 [1116]

M
—t Isosphaera pallida str. IS 1B [1117]

str. clone aggregate agg27 [1118]

Chlamydia pneumoniae str. TW183 [1119]
Chlamydia pneumoniae [1120]
Chlamydia psittaci str. 6 BC (ATCC VR 125) [1121]
Chlamydia trachomatis str. 434 [1122]

Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-19 [1123]
7 Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 31 [1124]
Verrucomicrobium spinosum (IFAM 1439) [1125]

—

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 17 [1126]

'E Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 15 [1127]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 18 [1128]

Gloeobacter violaceus (PCC 7421) [1129]
Octopus Spring microbial mat DNA Type B [1130]
Octopus Spring microbial mat DNA Type A [1131]
str. OS Type J [1132]

Pseudanabaena sp. (PCC 6903) [1133]
Pseudanabaena "galeata” str. CCC OL-75-PS [1134]

Euglena gracilis -- chloroplast [gene = rnC] [1135]

Euglena gracilis -- chloroplast [gene = rrB] [1136]

Euglena gracilis -- chloroplast [gene = rrmA] [1137]

Euglena gracilis — chloroplast [1138]

Euglena gracilis -- chloroplast [gene = extra rm] [1139]

Astasia longa str. CCAP 1204-17a — chloroplast [1140]
Ochromonas danica str. SAG 933-7 - chloroplast [1141]
Pylaiella littoralis — chloroplast [1142]
Olisthodiscus luteus -- chloroplast [1143]
1 str. clone aggregate agg46 [1144]
str. clone aggregate agg56 [1145]
{— Cryptomonas phi— chloroplast [1146]
_{- Porphyra purpurea —- chloroplast <Prpr.pud_C> [1147]
Porphyra purpurea -- chloroplast <Prpr.pu3_C> [1148]
_{: Palmaria palmata -- chloroplast [1149]
Antithamnion sp. - chloroplast [1150]

L—— Cyanidium caldarium str. 14-1-1 -- chloroplast [1151]
Chlamydomonas moewusii str. UTEX 97 (mt+) -- chloroplast [1152]
Chlamydomonas eugametos str. UTEX 9 (mt+) - chloroplast [1153]
Chlamydomonas reinhardii -- chloroplast [1154]
Chlorella vulgaris str. 211-11b -- chloroplast [1155]
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Chilore lgaris str. 211-11b -- chloroplast [1155]
Chloreli. .ipsoidea str. IAM-C87 -- chloroplast [1156]
Marchantia polymorpha — chloroplast [1157]
Zea mays -- chloroplast [1158]
Oryza sativa str. cv. Nipponbare -- chloroplast [1159]
Glycine max - chloroplast [1160]
Glycine max str. Maple arrow - chloroplast [1161]
Pisum sativum — chloroplast [1162]
Epifagus virginiana — chloroplast [1163]
Daucus carota - chloroplast [1164]
Cuscuta reflexa — chloroplast [1165]
Nicotiana plumbaginifolia str. wild type - chloroplast [1166]
Nicotiana plumbaginifolia str. Streptomycin-resistant ?? - chloroplast [1167]
Nicotiana tabacum -- chloroplast [1168]
L—— Cyanophora paradoxa — cyanelle [1169)]
Microcoleus sp. str. 10 mfx (Australia) [1170]
Oscillatoria williamsii (PCC 7105) [1171]
Oscillatoria *limnetica” str. Solar-Lake [1172]
Lyngbya sp. (PCC 7419) [1173]
Oscillatoria sp. (PCC 7515) [1174]
Oscillatoria sp. (PCC 6304) [1175]
Prochloron didemni [1176]
Prochloron sp. [1177]
Synechocystis sp. (PCC 6308) [1178]
Myxosarcina sp. (PCC 7312) [1179]
Pleurocapsa sp. (PCC 7321) [1180]

Synechocystis sp. (PCC 6906) [1181]
‘E Gloeothece membranacea (PCC 6501) [1182]

Microcystis aeruginosa str. NIES89 [1183]
Microcystis aeruginosa (PCC 7808) [1184]
— Spirulina sp. (PCC 6313) [1185]
EDermocarpa sp. (PCC 7437) [1188]
Gloeocapsa sp. (PCC 731086) [1187]

Nodularia sp. (PCC 73104) [1188]
Anabaena "cylindrica® (PCC 7122) [1189]

Nostoc sp. (PCC 73102) [1190]
Nostoc muscorum (PCC 7120) [1191]
Cylindrospermum sp. (PCC 7417) [1192]
Chlorogloeopsis "fritschii* (PCC 6718) [1193]
Chlorogloeopsis sp. str. HTF (PCC 7518) [1194]
Fischerella sp. (PCC 7414) [1195]
Scytonema sp. (PCC 7110) [1196]
—— Calothrix "desertica” (PCC 7102) [1197]
Chamaesiphon subglobosus (PCC 7430) [1198]

I str. OS Type | [1199]
str. OPI-8 [1200]
Oscillatoria "amphigranulata” str. CCC NZ-concert-Oa [1201]
Plectonema "boryanum" (PCC 73110) [1202]

Synechococcus lividus str. Y-7B7C-S [1203]
Phormidium ectocarpi aka Phormidium persicinum str. N182 [1204]

Phormidium ectocarpi aka Phormidium frigidum str. CCAP 1462/5 [1205]
Phormidium "ectocarpi” (PCC 7375) [1208]
Phormidium minutum str. D5 [1207]
Prochlorothrix hollandica [1208]
Synechococcus sp. (PCC 6301) [1209]
Sargasso Sea bacterioplankton DNA clone clone SAR139 [1210]
Sargasso Sea bacterioplankton DNA clone clone SAR100 [1211]



Sargasso Sea “acterioplankton UNA clone clone SAR138 [1210] .
Sargasso S¢ ):uemplanklon DNA clone clone SAR100 [1211] ’
Sargasso Sea vacterioplankton DNA clone clone SAR7 [1212]
Sargasso Sea bacterioplankton DNA clone clone SAR12 [1213]
Prochlorococcus marinus str. SSW5 [1214]
Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-8 [1215]
Sargasso Sea bacterioplankton DNA clone clone SAR6 [12186]
Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-15 [1217]
Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-20 [1218]
Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-6 [1219]
Pacific Ocean station 29 100m depth bacterioplankton DNA clone clone NH29-1 [1220]
Pacific Ocean station 29 100m depth bacterioplankton DNA clone clone NH29-14 [1221]
Pacific Ocean station 29 100m depth bacterioplankton DNA clone clone NH29-18 [1222]
Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-12 [1223]
Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-33 [1224]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 26 [1225]
_ﬁ Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 27 [1226]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 101 [1227]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 9 [1228]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 103 [1229]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 13 [1230]
I'-l i Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 42 [1231]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 22 [1232]
Fibrobacter succinogenes str. A3C (ATCC 51219) [1233]
Fibrobacter succinogenes str. B1 (ATCC 51214) [1234]
Fibrobacter succinogenes str. S85 (ATCC 19169) [1235]
Fibrobacter succinogenes str. BL2 (ATCC 51215) [1236]
Fibrobacter succinogenes str. MB4 [1237]
Fibrobacter succinogenes str. HM2 (ATCC 43856) [1238]
Fibrobacter succinogenes str. MM4 [1239]
Fibrobacter succinogenes str. GC5 [1240]
Fibrobacter succinogenes str. REH9-1 [1241]

Fibrobacter succinogenes str. MC1 (ATCC 51218) [1242]

Fibrobacter intestinalis str. JG1 [1243]

Fibrobacter intestinalis str. LH1 [1244]

Fibrobacter intestinalis str. DR7 (ATCC 43855) [1245]
Fibrobacter intestinalis str. NR9 (ATCC 43854) [1246]
Fibrobacter intestinalis str. C1a [1247]

{- Leptospira santarosai str. Shermani 1342K (ATCC 43286) [1248]
Leptospira weilii str. celledoni (ATCC 43285) [1249]

Leptospira borgpetersenii subsp. serotype javanica from Java house rat, Rattus brevicaudatus, Indonesia str. Veldrat Bataviae 46 (AT

Leptospira meyeri str. Ranarum ICF (ATCC 43287) [1251]

Leptospira interrogans [1252]

L Leptospira kirschneri str. cynopteri 3522 C [1253]

Leptospira noguchii str. Panama CZ 214 (ATCC 43288) [1254]

|. Leptospira interrogans str. Kennewicki, serovar pomona [1255]

Leptospira borgpetersenii str. Moulton, serovar canicola [1256]
Leptospira inadai str. lyme (ATCC 43289) [1257]

Leptospira sp. str. A-183 [1258]

Leptospira biflexa str. Tororo (ATCC 23583) [1259]

Ancona ancona str. Porto [1260]

- Canela canela [1261]

Jequitaia jequitaia [1262]

Leptospira biflexa str. patoc Patoc 1 [1263]

Leptospira wolbachii str. CDC Biflexa (ATCC 43284) [1264]
Leptonema illini str. 3055 [1265]

Octopus Spring microbial mat DNA clone clone OSV-L-7 [1266]

Treponema so. str. CT 11616 (J.F. Anderson) (ATCC 43811) [12671



L——— Octopus Spring microt*=Lmat DNA clone clone OSV-L-7 [1266]
Treponemsz }v. CT 11616 (J.F. Anderson) (ATCC 43811) [1267)]

Serpulina hyoaysenteriae str. B204 (ATCC 31212) [1268]
Brachyspira aalborgi (ATCC 43994) [1269]

L Serpulina innocens str. B256 (ATCC 29796) [1270]
Borrelia burgdorferi <Bor.burgdé> [1271]
Borrelia burgdorferi <Bor.burgds> [1272]
Borrelia burgdorferi str. B31 (ATCC 35210) [1273]
Borrelia sp. str. 19941 [1274]
Borrelia burgdorferi str. R-IP3 [1275]

Borrelia hermsii <Bor.hermi5=> [1276]

Borrelia hermsii str. M1001 [1277]

Borrelia hermsii <Bor.hermi2> [1278]

Borrelia hermsii <Bor.hermid> [1279]

L Borrelia anserina str. Es [1280]

Spirochaeta aurantia str. J1 (ATCC 25082) [1281]

E Spirochaeta halophila str. RS1 (ATCC 29478) [1282]

Octopus Spring microbial mat DNA Type H [1283]
Spirochaeta thermophila (DSM 6192) [1284]
| |—— Spirochaeta bajacaliforniensis str. BA-2 (ATCC 35968) [1285]

l: str. PL12MY [1286]
1 Spirochaeta sp. str. Antarctic (DSM 6211) [1287]
_E- Spirochaeta litoralis str. R1 (ATCC 27000) [1288]
Spirochaeta isovalerica str. MA-2 (ATCC 33939) [1289]
Treponema saccharophilum str. PB (ATCC 43261) [1290]
Treponema sp. str. CA [1291]
Treponema succinifaciens str. 6091 (ATCC 33096) [1292]
Treponema pectinovorum (ATCC 33768) [1233]
Trepanema bryantii str, RUS-1 (ATCC 33254) [1294]
Treponema sp. str. H1 Leschine [1295]
Spirochaeta stenostrepta str. Z1 (ATCC 25083) [1296]
Spirochaeta zuelzeri (ATCC 19044) [1297]
Treponema denticola str. W (ATCC 33520) [1298]
Treponema phagedenis str. K5 [1299]
Treponema pallidum str. Nichols [1300]
Helicobacter pylori str. HPF234 [1301]
Helicobacter pylori str. HP11638 [1302]
Helicobacter pylori str. HPF240 [1303]
Helicobacter pylori str. HPC7058 [1304]
Helicobacter pylori str. HPS8 [1305]
|- Helicobacter pylori str. HPA5443 [1306]
Helicobacter pylori str. HPC5790 [1307]
Helicobacter pylori str. HPF155 [1308]
Helicobacter pylori (ATCC 43504) [1309]
Helicobacter pylori str. isolate MC123 [1310]
Helicobacter pylori str. isolate MC238 [1311]
Helicobacter pylori str. isolate MC903 [1312]
Helicobacter pylori str. isolate MC937 [1313]
— Campylobacter pylori str. 5443 [1314]
Helicobacter pylori (NCTC 11638) [1315]
Helicobacter pylori str. isolate SH2 [1316]
Helicobacter pylori (NCTC 11639) [1317]
Helicobacter pylori str. isolate MC19 [1318]
Helicobacter pylori str. isolate L2 [1319]
Helicobacter pylori str. isolate SH4 [1320]
Helicobacter pylori str. isolate SH3 [1321]

Helicobacter pylori str. isolate L13 [1322]
Halirnhartar aular (INCTE 1101R) 1122731




Helicobacte  wlori str. isolate L13 [1322]

Helicobact  fori (NCTC 11916) [1323]

Helicobacter pylori str. 85D08 [1324]

Helicobacter acinonyx str. Eaton 90-1908-3 (ATCC 51104) [1325]
Helicobacter acinonyx str. Eaton 90-119-3 (CCUG 29263) [1326]
Gastrospirillum hominis str. clone G1A{;isolate 1 [1327]
Gastrospirillum hominis str. isclate 2 [1328]

Helicobacter felis str. CS1 (ATCC 49179) [1329]

Helicabacter felis str. DS3 [1330]

Helicobacter sp. str. CLO3 [1331]

Helicobacter sp. str. B52D Seymour [1332]

Helicobacter mustelae str. R85-13 6P Fox (ATCC 43772) [1333]
Helicobacter mustelae str. 91-292-E1A Fox [1334]

Helicobacter sp. str. BBA Seymour [1335]

Helicobacter sp. str. B10B Seymour [1336]

r Helicobacter sp. str. 91-266-11 Fox [1337]

Helicobacter sp. str. 91-269-21 Fox [1338]

Helicobacter sp. str. B9A Seymour [1339]

Helicobacter sp. str. B7B Seymour [1340]

Helicobacter sp. str. B15A Seymour [1341]

Helicobacter sp. str. B12A Seymour [1342]

Helicobacter sp. str. M17 Seymour [1343]

Helicobacter sp. str. B13A Seymour [1344]

— Helicobacter muridarum str. ST1 (ATCC 49282) [1345]

— Helicobacter fennelliae (CCUG 18820) [1346]

- Helicobacter canis (NCTC 12739) [1347]

Helicobacter sp. (CCUG 291786) [1348]

- Helicobacter cinaedi (CCUG 18818) [1349]

Flexispira rappini (NCTC 12461) [1350]

Flexispira rappini str. DBS59 [1351]

Flexispira rappini (NADC 1893) [1352]

Flexispira rappini (NADC 1937) [1353]

— Wolinella succinogenes str. 602W (FDC) (ATCC 29543) [1354]

. I Thiovulum sp. <Thvl.sp> [1355]

Thiovulum sp. <Thvl.sp2> [1356]
Arcobacter cryaerophilus (CCUG 17801) [1357]
Arcaobacter skirrowi (CCUG 10374) [1358]

Arcobacter butzlerii (CCUG 10373) [1359]

Arcobacter nitrofigilis (CCUG 15893) [1360]

Campylobacter sp. (CCUG 13942) [1361]

— Bacteroides ureolyticus (ATCC 33387) [1362]
Campylobacter lari (CCUG 23947) [1363]
Campylobacter laridis str. VC187 (NCTC 11352) [1364]
Campylobacter sp. (CCUG 18267) [1365]

Campylobacter sp. str. CLO11847 [1366]
Campylobacter helveticus (NCTC 12470) [1367]
Campylobacter upsaliensis (CCUG 14913) [1368]
Campylobacter hyoilei str. RMIT32A [1369]
Campylobacter jejuni subsp. jejuni str. TGH 9011 (ATCC 43431) [1370]
Campylobacter jejuni (ATCC 33560) [1371]
Campylobacter jejuni (CCUG 11284) [1372]
Campylobacter jejuni subsp. biotype 2 str. VC79 (NCTC 11392) [1373]
Campylobacter coli str. VC80; 1407 (NCTC 11366) [1374]
Campylobacter coli (CCUG 11283) [1375]
Campylobacter sp. from library 40-6AT [1376]
Campylobacter hyointestinalis (NADC 2008) [1377]
|{ Campylobacter hycintestinalis (ATCC 35217) [1378]

SR P RS SR S

. FATAA amanny 4 ATTAY



-

EELPTTET VS RIPT IR NPT ey et

Campylo! \Er hyointestinalis (ATCC 35217) [1378
Campylo.  Zr fetus subsp. venerealis (ATCC 19438) [1379]
Campylobacter fetus subsp. fetus (ATCC 27374) [1380]
Campylobacter mucosalis (CCUG 6822) [1381]
Campylobacter mucosalis-like (CCUG 20705) [1382]
Campylobacter concisus (FDC 288) [1383]
Campylobacter concisus (ATCC 33237) [1384]
Campylobacter curvus str. C10 Etoh [1385]
Campylobacter curvus (ATCC 35224) [1386]
Campylobacter showae (CCUG 3054) [1387]
Campylobacter showae (CCUG 11641) [1388]
Campylobacter rectus (CCUG 19168) [1389]
Campylobacter rectus (ATCC 33238) [1390]
Bacteroides gracilis (ATCC 33236) [1391]
Campylobacter sputorum subsp. sputorum str. VC188 [1392]
Campylobacter sputorum subsp. sputorum str. S17 (ATCC 35980) [1393]

Campylobacter sputorum subsp. bubulus (ATCC 33491) [1394]
Bdellovibrio stolpii str. UKi2 (ATCC 27052) [1395]

Desuilfovibrio desulfuricans str. Norway 4 (NCIB 8310) [1396]
Desulfomicrobium baculatus (DSM 1743) [1397]
Desulfovibrio baarsii str. 2 st 14, Konstanz (DSM 2075) <Dsv.baars2> [1398]
Desulfomicrobium escambium [1399]
Desulfovibrio africanus [1400]
Desulfovibrio salexigens (ATCC 14822) [1401]
Desulfovibrio desulfuricans str. E1 Agheila Z (NCIB 8380) [1402]
Desulfovibrio longus str. SEBR 2582 [1403]
Desulfovibrio gigas (ATCC 19364) [1404]
Desulfovibrio vulgaris subsp. vulgaris str. Hildenbarough (DSM 644) [1405]
Desulfovibrio desulfuricans str. C-6 (ATCC 7757) [1406]
Desulfovibrio sp. population type 1 [1407]
Desulfovibrio sp. str. PT-2 [1408]
symbiont of Sus scrofus (sp?) str. isolate 1482/89 (NCTC 12656) [1409]
Desulfomonas pigra (ATCGC 29098) [1410]
Desulfovibrio desulfuricans str. Essex 6 (M.E. Adams) (DSM 642) [1411]
"Desulfovibrio multispirans” str. L5 (NCIB 12078) [1412]
Desulfovibrio desulfuricans (ATCC 27774) [1413]
Angiococcus disciformis (ATCC 33172) [1414]
Archangium gephyra (ATCC 25201) [1415]
Cystobacter fuscus (ATCC 25194) [1416]
Myxococcus xanthus str. DK1622 [1417]
Corallococcus coralloides (ATCC 25202) [1418]
Melittangium lichenicola (ATCC 25946) [1419]
— Stigmatella aurantiaca (ATCC 25190) [1420]
Nannocystis exedens str. Nae1 (ATCC 25963) [1421]
{— Chondromyces crocatus str. Cm ¢6 [1422]
Chondromyces apiculatus str. Cm a2 [1423]
Polyangium sp. str. Pl 4943 [1424]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 114 [1425]
Polyangium cellulosum subsp. ferrugineum (ATCC 25531) [1426]

Pelobacter propionicus str. OttBd1 [1427]

Desulfuromonas sp. population type 2 [1428]
Geobacter metallireducens str. GS-15 [1429]

Pelobacter acetylenicus str. WoACY1 (DSM 2348) [1430]

Desulfuromonas acetoxidans (DSM 684 (strain 11070) or DSM 1675 (strain 5071)) [1431]
Bdellovibrio bacteriovorus str. 109J (ATCC 43826) [1432]

Desulfovibrio baarsii str. 2 st 14, Konstanz (DSM 2075) <Dsv.baarsi> [1433]
,_FL Syntrophobacter wolinii [1434]




eEsSUnuvIiunNu uddisi su. £ SL 14, NUISLANIL (UOIVIE dUIDJ SLSV.UHAISI> | 1 403]

Syntrophobacter wol’ 434]
Desulfomonile tiedjei str. DC.  {ATCC 49306) [1435]
Desulfobulbus sp. str. 3pr10 (DSM 2058) [1436]
Desulfobulbus propionicus str. 1 pr 3, Lindhorst (ATCC 33891) [1437]
Desulfococcus multivorans str. 1 be 1, Goettingen (ATCC 33890) [1438]
Desulfovibrio sapovorans str. 1pa3, Lindhorst (ATCC 33892) [1439]
iron sulfide containing magnetotactic bacterium clone clone MMP1990 [1440]
iron sulfide containing magnetotactic bacterium clone clone MMP 1991 [1441]
Desulfosarcina variabilis str. 3 be 13, Montpellier (DSM 2060) [1442]
Desulfobacterium vacuolatum (DSM 3385) [1443]
Desulfobacterium niacini (DSM 2650) [1444]
Desulfobacterium autotrophicum (DSM 3382) [1445)
Desulfobacula toluclica str. Tol2 [1448]
Desulfobacter postgatei str. 2 ac 9 (DSM 2034) [1447]
Desulfobacter curvatus str. AcCRM3 (DSM 3379) [1448]
Desulfobacter sp. str. 3ac10 (DSM 2035) [1449]
Desulfobacter hydrogenophilus str. AcRS1 (DSM 3380) [1450]
Desulfobacter sp. str. 4ac11 (DSM 2057) [1451]
Desulfobacter latus str. AcRS2 (DSM 3381) [1452]

uncultured magnetotactic bacterium clone Cs310 [1453]
_Fncultured magnetotactic bacterium clone Cs103 [1454]

uncultured magnetotactic bacterium clone Cs308 [1455]
str. MC-1 [1456]

Rhizobium etli str. CLI-80 [1457]

Rhizobium leguminosarum str. 191 [1458]

Rhizobium etli str. CFN-234 [1459]

Rhizobium etli str. CFN-244 [1460]

Rhizobium sp. str. R602 [1461]

Rhizobium leguminosarum subsp. phaseoli str. FL 27 [1462]

Rhizobium leguminosarum (IAM 12609) [1463]

Rhizobium etli str. CFN-265 [1464]

Rhizobium leguminosarum subsp. phaseoli str. Olivia [1465]

Rhizobium leguminosarum str. 162Y13 [1466]

Rhizobium leguminosarum (LMG 8820) [1467]

Rhizobium leguminosarum str. 162K10 [1468]

Rhizobium leguminosarum str. 162K13 [1469]

Rhizobium leguminosarum str. 8002 [1470]

Rhizobium leguminosarum str. 162Y10 [1471]
Rhizobium leguminosarum [1472]

Agrobacterium rhizogenes (LMG 152) [1473]

Agrobacterium rhizogenes (|IAM 13570) [1474]

Rhizobium leguminosarum (LMG 9518) [1475]

Rhizobium tropici (IAM 14206) [1476]

Rhizobium leguminosarum subsp. phaseoli str. CIAT 899 [1477]

Rhizobium sp. (LMG 9509) [1478]

Rhizobium tropici (LMG 9517) [1479]

Rhizobium tropici str. IIA (USDA 2840) [1480]

Rhizobium tropici str. 1A (USDA 9039) [1481]

Rhizobium sp. str. (Leucaena) (TAL 1145) [1482]
Rhizobium galegae (LMG 6214) [1483]
Rhizobium galegae (IAM 13631) [1484]
Rhizobium galegae (HAMBI 540) [1485]
Agrobacterium vitis (IAM 14140) [1486]
Agrobacterium vitis (LMG 8750) [1487]

Agrobacterium tumefaciens (1AM 13129) [1488]

Agrobacterium tumefaciens str. C-58 [1489]

1 Agrobacterium rubi (IAM 13569) [1490]




Agrobacterium tumetaciens str. C-58 |1489)
Agrobacter gubi (1AM 13569) [1490]
Agrobacteriu.., Tubi (LMG 156) [1491]
Agrobacterium tumefaciens (ATCC 4720) [1492]
Agrobacterium tumefaciens (LMG 196) [1493]
Agrobacterium tumefaciens (IAM 14141) [1494]
Rhizobium meliloti (CC 169) [1495]
Rhizobium fredii (LMG 6217) [1496]
Rhizobium fredii (USDA 205) [1497]
Sinorhizobium xinjiangensis (IAM 14142) [1498]
Rhizobium fredii (IAM 13625) [1499]
Rhizobium meliloti str. 3D0a2 (ATCC 9930) [1500]
Rhizobium meliloti (CC 2013) [1501]
- Rhizobium tropici str. BR-816 [1502]
Rhizobium meliloti (NZP 4017) [1503]
Rhizobium meliloti (IAM 12611) [1504]
" Rhizobium meliloti (LMG 6133) [1505]

Rhizobium sp. str. H152 [1506]
'I Zoogloea ramigera (IAM 12669) [1507]

Zoogloea ramigera (ATCC 19623) [1508]
Bartonella bacilliformis (NCTC 12138) [1509]
Bartonella bacilliformis [1510]
Bartonella elizabethae str. F9251; B91-002005 (ATCC 49927) [1511]
Bartonella vinsonii [1512]
Bartonella quintana str. Fuller (ATCC VR 358) [1513]
Rochalimaea henselae [1514]
Rochalimaea henselae str. BA-TF <Roc.hense2> [1515]
Rochalimaea henselae str. BA-TF <Roc.hense3> [1516]
[-EMycopIana dimorpha (1AM 13154) [1517]

QOchrobactrum anthropi (IAM 14119) [1518]
Brucella abortus str. 11/19 [1519]
Phyllobacterium myrsinacearum (IAM 13584) [1520]
Phyllobacterium rubiacearum (IAM 13587) [1521]
Rhizobium loti (IAM 13588) [1522]
Rhizobium huakuii (IAM 14158) [1523]
str. ER2 [1524]
Rhizobium loti (NZP 2213) [1525]
Rhizobium loti (LMG 6125) [1526]
Rhizobium loti (LMG 4284) [1527]
_r Octopus Spring microbial mat DNA Type O [1528]
Rhodopseudomonas marina subsp. agilis str. GN-14 [1529]
_{: Hyphomicrobium vulgare str. MC-750 (ATCC 27500) [1530]
Rhodomicrabium vannielii str. EY33 (ATCC 51194) [1531]
— Ancylobacter aquaticus (ATCC 25396) [1532]
Aquabacter spiritensis str. SPL-1 (ATCC 43981) [1533]
Azorhizobium caulinodans (LMG 6465) [1534]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 24 [1535]
Rhodopseudomonas viridis (ATCC 19567) [1536]
Methylocystis minimus str. isolate 42 [1537]
Methylocystis pyriformis [1538]
Methylocystis echinoides str. isolate 2 [1539]
Methylosinus sporium [1540]
Methylosinus sp. str. LAC [1541]
str. B-3060 [1542]
Methylosinus sp. str. B [1543]
Methylocystis parvus str, OBBP [1544]
Methylosporovibrio methanica str. 81Z [1545]
Methvlosinus trichosporium str. OB3b [1546]




| Methyle==orovibrio methanica str. 81Z [1545]
Methy us trichosporium str. OB3b [1546]
n_[ Rhodoplanes elegans str. AS130 [1547]
Rhodoplanes roseus str. 941 [1548]
_E Rhodopseudomonas acidophila str. 7050 (ATCC 25092) [1549]
Beijerinckia indica subsp. indica (ATCC 9039) [1550]
Methylobacterium sp. str. PR-6 [1551]
Methylobacterium sp. str. PK-1 [1552]
Methylobacterium rhodinum (NCIMB 9421) [1553]
Methylobacterium zatmanii (NCIMB 12243) [1554]
Methylobacterium sp. str. GK101 [1555]
Methylobacterium extorquens (ATCC 43645) [1556]
Methylobacterium rhodesianum (NCIMB 12249) [1557]
Methylobacterium sp. str. GK118 [1558]
Methylobacterium sp. str. M27 [1559]
Methylobacterium extorquens [1560]
Methylobacterium sp. str. DM4 [1561]
—— Methylobacterium organophilum str. XX [1562]
Blastobacter sp. str. BF10 [1563]
Blastobacter sp. str. PC30.44 [1564]
Azorhizobium caulinodans (ORS 571) [1565]
il Blastobacter sp. str. PC30.39 [1566]
Blastobacter sp. str. BF15[1567]
Afipia felis [1568]
Afipia clevelandensis [1569]
Nitrobacter sp. str. LL [1570]
Nitrobacter winogradskyi str. W [1571]
Nitrobacter hamburgensis str. X14 [1572]
Bradyrhizobium japonicum (USDA 76) [1573]
Bradyrhizobium japonicum (USDA 31) [1574]
Rhodopseudomonas palustris str. ATH 2.1.6 (ATCC 17001) [1575]
Rhodopseudomonas palustris str. GH [1576]
Bradyrhizobium japonicum (LMG 6138) [1577]
Bradyrhizobium japonicum (USDA 59) [1578]
Bradyrhizobium japonicum (IAM 12608) [1579]
Bradyrhizobium japonicum (USDA 136) [1580]
Bradyrhizobium japonicum (USDA 110) [1581]
Bradyrhizobium japonicum (RCR 3407) [1582]
Photorhizobium sp. str. IRBG 230 [1583]
Photorhizobium sp. str. MKAa 2 [1584]
Bradyrhizobium sp. (Aeschynomene indica) str. BTAi1 [1585]
Bradyrhizobium sp. (Lotus) str. NZP 2257 [1586]
Photorhizobium thompsonianum str. BTAi [1587]
Blastobacter denitrificans (LMG 8443) [1588]
- Caulobacter crescentus str. CB13 [1589]
[ Pseudomonas diminuta (ATCC 11568) [1590] <——
Mycoplana bullata (IAM 13153) [1591] ~—~ — ——
_{ Caulobacter sp. str. MCS24 [1592]
! Caulobacter sp. str. MCS17 [1593]
- Caulobacter sp. str. FWC14 [1594]
- Caulobacter sp. str. FWC38 [1595]
— Caulobacter bacteroides str. CB7 [1596]
Caulobacter sp. str. FWC2 [1597]
Caulobacter sp. str. FWC18 [1598]
Caulobacter sp. str. FWC17 [1599]
Caulobacter s, C26 [1800}——

Caulobacter crescentus str. CB2 [1601
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Caulobacte lcentus str. CB2A [1602]
Caulobacter crescentus str. CB15A [1603]
Sphingomonas yanoikuyae (JCM 7371) [1604]

Sphingomonas yanoikuyae (LMG 11252T) [1605]

Sphingomonas yanoikuyae [1606]

Rhizomonas sp. str. Wi4 [1607]

Sphingomenas sp. str. 586 [1608]
Rhizomonas suberifaciens str. CA1T [1609]

Sphingomonas sp. str. SYK6 [1610]

str. C7 [1611]

Sphingomonas sp. str. RW1 [1612]

Zymomonas mobilis subsp. pomaceae (ATCC 29192) [1613]
Zymomonas mobilis subsp. mobilis (ATCC 10988) [1614]
Caulobacter subvibrioides str. CB81 [1615]

Blastobacter sp. str. BF14 ? [1616]
Sphingomonas adhaesiva [1617]
Sphingomonas adhaesiva (JCM 7370) [1618]

Sphingomonas parapaucimobilis (JCM 7510) [1619]

Sphingomonas paucimobilis (LMG 1227T) [1620]

Sphingomonas paucimobilis [1621]
Sphingomonas paucimobilis (ATCC 10829) [1622]
Sphingomonas capsulata [1623]
Sphingomonas capsulata (ATCC 14666) [1624]

Erythrobacter longus str. OCh 101 (ATCC 33941) [1625]

Porphyrobacter sp. (ACM 2721) [1626]

Porphyrobacter neustonensis (ACM 2844) [1627]
Rhodospirillum salexigens (ATCC 35888) [1628]

Rhodobacter capsulatus str. B10 (ATCC 33303) [1629]
Rhodobacter capsulatus str. ATH 2.3.1 (ATCC 11166) [1630]
Rhodobacter capsulatus str. C5 [1631]
Rhodopseudomonas blastica (ATCC 33485) [1632]
Paracoccus denitrificans (LMG 4218) [1633]
Thiobacillus versutus (ATCC 28364) [1634]
Rhodobacter veltkampii (ATCC 35703) [1635]
str. AG33 [1636]

str. NF18 [1637]

Rhodobacter sphaeroides str. IL106 [1638]

Rhodobacter sphaeroides (IFO 12203) [1639]

Rhodobacter sphaeroides str. ATH 2.4.1 (ATCC 17023) [gene = rrnC] [1640]
Rhodobacter sphaeroides str. ATH 2.4.1 (ATCC 17023) [gene = rrA] [1641]
Rhodobacter sphaeroides str. ATH 2.4.1 (ATCC 17023) [gene = rmB] [1642]

Sargasso Sea bacterioplankton DNA str. clone SAR83 [1643]
-E str. LFR [1644]

Roseobacter denitrificans str. OCh 114 [1645]
Rhodovulum adriaticus (DSM 2781) [1646]
Rhodobacter sp. str. MB-G2 [1647]

Rhodovulum euryhalinum (DSM 4868) [1648]
Rhodovulum sulfidophilum str. W4 (DSM 1374) [1649]
Rhodobacter sulfidophilus str. TW13 [1650]

Rhodobacter sp. str. MB260 [1651]
Rhodobacter sulfidophilus str. W12 (DSM 2351) [1652]
Hyphomonas jannaschiana str. VP-1 (ATCC 33882) [1653]
Hyphomonas sp. str. MHS3 [1654]

Hirschia baltica (IFAM 1418) [1655]
Caulobacter sp. str. MCS10 [1656]
Caulobacter sp. str. MCS6 [1657]

‘— Caulobac’worescentus str. CB2 [1601)
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I—L[ Caulobacte: " str. MCS6 [1657]

Caulobacte.  'str. MCS18 [1658]
Secale cereale -- mitochondrion [1659]

Triticum aestivum -- mitochondrion [1660]

| Zea mays — mitochondrion [1661]
Pacific Ocean station 49 500m depth bacterioplankton DNA clone clone NH49-1 [1662]

Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA-27 [1663]

Pacific Ocean station 29 100m depth bacterioplankton DNA clone clone NH29-3 [1664]

Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-17 [1665]

Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-15 [1666]

Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-4 [1667]

Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-20 [1668]

Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-11 [1669]
Sargasso Sea bacterioplankton DNA clone clone SAR11 [1670]

- Sargasso Sea bacterioplankton DNA clone clone SAR1 [1671]

str. clone FL1 [1672]
Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-1 [1673]

Pacific Ocean station 25 100m depth bacterioplankton DNA clone clone NH25-10 [1674]

str. clone FL5 <env.FL5> [1675]

Sargasso Sea bacterioplankton DNA clone clone SAR18 [1676]

Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-25 [1677]
Sargasso Sea bacterioplankton DNA str. clone SAR95 [1678]
== Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-1 [1679]

Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-2A [1680]

Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-7 [1681]
_:.— Holospora obtusa endosymbiont of Paramecium caudatum [1682]
— Caedibacter caryophila [1683]

Rickettsia prowazekii str. Breinl (ATCC VR 142) [1684]
" Rickettsia typhi str. Wilmington [1685]

Rickettsia sp. from Adalia bipunctata str. VR 599 [1686]
B Rickettsia rickettsii str. R (ATCC VR 891) [1687]

Ehrlichia sennetsu str. Miyayama [1688]
—f Ehrlichia sennetsu str. 11908 [1689]
Ehrlichia risticii str. lllinois (ATCC VR 986) [1620]

] Cowdria ruminantium isolate Omatjenne1.1 [1691]

Cowdria ruminantium isalated from senegal stock [1692]

Cowdria ruminantium Ball isolate Ball3 [1693]

Cowdria ruminantium str. Crystal Springs (Zimbabwe) isolate [1694]
Ehrlichia ewingii [1695]
Ehrlichia chaffeensis str. Arkansas [1696]

Ehrlichia canis str. Florida [1697]

Ehrlichia canis str. Oklahoma [1698]
Anaplasma marginale [1699]

Ehrlichia bovis [1700]
Ehrlichia platys [1701]
Ehrlichia equi [1702]
m Ehrlichia phagocytophila str. FG [1703]

Ehrlichia phagocytophila str. OS [1704]

Sitophilus oryzae endosymbiont [1705]

Rhinocyllus conicus endosymbiont [1706]
Wolbachia pipientis isolated from Ephestia cautella ovary [1707]
Wolbachia pipientis isolated from Drosophila simulans (Hawaii) ovary [1708]
Wolbachia sp. from adult Dros. simulans isofemale ovary, from Hawaii [1709]
Wolbachia sp. from Drosophila simulans from Cortona, Italy [1710]
incompatibility symbiont of Nasonia longicornis <sym.Nasol1> [1711]
incompatibility symbiont of Nasonia giraulti <sym.Nasog2> [1712]
incompatibility symbiont of Nasonia vitripennis <sym.Nasov3> [1713]
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Impatibility symbiont of Nasonia vitripennis <sym.Nasov3x> [1713]

.. sIbachia pipientis isolated from Drosophila simulans (Riverside) ovary [1714]
Muscifidurax uniraptor symbiont [1715]
incompatibility symbiont of Nasonia vitripennis <sym.Nasov2> [1716]
Wolbachia pipientis isolated from Aedes albopictus ovary [1717]
- incompatibility symbiont of Nasonia giraulti <sym.Nasog1> [1718]
- Wolbachia sp. extracted from Armadillidium vulgare individuals from Niort (France) [1719]

incompatibility symbiont of Nasonia longicornis <sym.Nasol2> [1720]
[ incompatibility symbiont of Nasonia vitripennis <sym.Nasovi> [1721]

Bangasternus orientalis endosymbiont [1722]
Wolbachia pipientis <WIb.pipie5> [1723]
Wolbachia pipientis <WIb.pipie7> [1724]
Wolbachia sp. from adult Dros. simulans isoferale ovary, Noumea, New Caledonia [1725]
Wolbachia sp. from adult Dros. simulans isofemale ovary, Mont D'Ambre, Madagascar [1726]
Wolbachia pipientis insect ovary tissue Culex pipiens (Champaign Ill strain) [1727]
[. South Dakota isolate; Trichogramma deion symbiont [1728]

Texas isolate; Trichogramma deion symbiont [1729]
Mountain Center, CA isolate; Trichogramma deion symbiont [1730]
Spain isolate; Trichogramma cordubensis symbiont [1731]
Mexico isolate; Trichogramma pretiosum symbiont [1732]
Bautista Canyon isolate; Trichogramma deion symbiont [1733]
_r Oceanospirillum pusillum (ATCC 33338) [1734]

cultured magnetotatic vibrio str. MV1 [1735]
r— Rhodospirillum rubrum str. ATH 1.1.1; S.1 (ATCC 11170) [1736]
Azospirillum lipoferum (ATCC 29707) [1737]

-

Azospirillum brasilense (ATCC 29145) [1738]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 77 [1739]
Rhodospirillum centenum [1740]
Rhodospirillum molischianum (ATCC 14031) [1741]
Rhodospirillum fulvum str. 1360 (ATCC 15798) [1742]
Magnetospirillum gryphiswaldense str. MSR-1 (DSM 6361) [1743]
Magnetospirillum magnetotacticum (DSM 3856) [1744] 7
Magnetospirillum sp. str. AMB-1 [1745] ’
Magnetospirillum sp. str. MGT-1 [1746]
Rhodopila globiformis str. 7950 (DSM 161) [1747]
Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 74 [1748]

Mount Coot-tha region (Brisbane, Australia) 5-10cm depth soil DNA clone clone MC 106 [1749]
Acidiphilium facilis (ATCC 35904) [1750]
Acidiphilium cryptum (ATCC 33463) [1751]
Thiobacillus acidophilus [1752]
Thiobacillus acidophilus (ATCC 27807) [1753]
Acidiphilium rubrum (ATCC 35905) [1754]
Acidiphilium sp. str. QBP [1755]
Acidiphilium angustum (ATCC 35903) [1756]

_L Rhodospirillum sodomense str. DS1 (ATCC 51195) [1757]

Rhodospirillum salinarum (ATCC 35394) [1758]

L

Ectothiorhodospira halochloris str. A (ATCC 35916) [1759]
ctothiorhodospira halophila str. SL 1 (DSM 244) [1760]
Arhodomonas aquaeolei (ATCC 49307) [1761]

— Ectothiorhodospira shaposhnikovii (DSM 243) [1762]

Thiobagillus ferrooxidans (ATCC 19859) [1763]
Thiobacillus ferrooxidans (ATCC 23270) [1764]
Thiobacillus ferrooxidans str. F221 [1765]
Thiobacillus ferrooxidans (IFO 14262) [1766]
Thiobacillus thiooxidans str. 3/TA (ATCC 19377) [1767]
Thiobacillus thicoxidans (DSM 612) [1768]
r Thiobacillus caldus (DSM 8584) [1769]



I hiobacilius th:ooxidans (DSM 612) [1768]
Thiobacillus Vrs (DSM 8584) [1769]
Thiobawuilus ferrooxidans (IFO 14245) [1770]
Thiobacillus ferrooxidans str. LM2 [1771]
Thiobacillus tepidarius (DSM 3134) [1772]
Nitrosococcus oceanus str. C-27 [1773]
Nitrosococcus oceanus str. C-107 [1774]
Chromatium tepidum str. MC (ATCC 43061) [1775]
Chromatium vinosum (ATCC 17899) [1776]
Lucinoma aequizonata gill symbiont [1777]
symbiont of Lucinoma annulata [1778]
Thyasira flexuosa gill symbiont [1779]
Codakia orbicularis gill symbiont [1780]
symbiont of Riftia pachyptila trophosome [1781]
—— symbiont of Solemya velum [1782]
Solemya reidi symbiont [1783]
str. clone aggregate agg47 [1784]
Thiobacillus ferrooxidans str. m-1 (DSM 2392) [1785]
Burkholderia solanacearum (ATCC 11696) <Bur.solan2> [1786]
Burkholderia solanacearum (ATCC 11696) <Bur.solana> [1787]
Pseudomonas solanacearum subsp. group 3 [1788]
Pseudomonas solanacearum subsp. group 2 [1789]
Pseudomonas solanacearum subsp. biovar 2 (ACH 158) [1790]
Pseudomonas solanacearum subsp. group 4 [1791]
Pseudomonas syzygii [1792]
Pseudomonas solanacearum subsp. group 1 [1793]
Pseudomonas solanacearum subsp. biovar 4 [1794]
Pseudomonas solanacearum subsp. biovar 3 [1795]
Pseudomonas pickettii subsp. group 1 str. E1625 [1796]
Burkholderia pickettii str. K-288 (NCTC 11149) [1797]
Pseudomonas pickettii str. K 550 (ATCC 27512) [1798]
Alcaligenes eutrophus str. 335 (R.Y. Stanier) (ATCC 17697) [1799]
[ Oxalobacter formigenes str. OxB (ATCC 35274) [1800]

Zoogloea ramigera (IAM 12670) [1801]
Zoogloea ramigera (ATCC 25935) [1802]
endosymbiont of mealybug (Pseudococcus longispinus) [1803]
endosymbiont of mealybug (Dysmicoccus neobrivipes) [1804]
endosymbiont of mealybug (Pseudococcus maritimus) [1805]
Pseudomonas andropogonis (ATCC 23061) [1806]
Burkholderia caryophylli (ATCC 25418) [1807]
Burkholderia mallei str. China 7 (ATCC 23344) [1808]
Burkholderia cepacia str. Ballard 7171; Starr PC 25 (ATCC 25416) [1809]
Burkholderia gladioli (EY 3258) [1810]
Burkholderia gladioli subsp. pathovar gladioli (ATCC 10248) [1811]

Alcaligenes faecalis (ATCC 8750) [1812]

Taylorella equigenitalis (NCTC 11184) [1813]
Alcaligenes xylosoxidans subsp. denitrificans (ATCC 15173) [1814]
Bordetella bronchiseptica str. S-1 [1815]

Thiobacillus perometabolis (ATCC 23370) [1816]

Rhodoferax fermentans str. FR2 [1817]

Rhodoferax fermentans str. FR3 [1818]

Stripa-derived bacterium [1819]

Brachymonas denitrificans str. AS-P1 [1820]

Pseudomonas testosteroni str. RH 1104 (ATCC 11996) [1821]
Octopus Spring microbial mat DNA Type N [1822]
" Leptothrix discophora str. SS-1 (ATCC 43182) [1823]

Sphaerotilus natans str. 565 [1824]
Anoxobacterium dechloraticum 18251

—



S~*aerotilus natans str. 565 [1824]
A acterium dechloraticum [1825]
Rubrnivivax gelatinosus str. A3 [1826]
Rubrivivax gelatinosus str. ATH 2.2.1 (ATCC 17011) [1827]
Azoarcus sp. str. BH72 [1828]
Azoarcus indigens str. VB32 [1829]
str. AX39 [1830]
Azoarcus sp. str. S5b2 [1831]
Zoogloea ramigera str. 235 (N.C. Dondero) (ATCC 19324) [1832]
Zoogloea ramigera (IAM 12136) [1833]
Zoogloea ramigera (ATCC 19544) [1834]
Rhodocyclus purpureus str. 6770 (DSM 168) [1835]
Rhodocyclus tenuis str. 3760 (DSM 110) [1836]
Rhodocyclus tenuis str. SW18 [1837]
Rhodocyclus tenuis str. 2761 (DSM 109) [1838]
Thiobacillus thioparus (ATCC 8158) [1839]
Octopus Spring microbial mat DNA Type G [1840]
Spirillum volutans (ATCC 19554) [1841]
Gallionella ferruginea str. (stock Johan) [1842]
Nitrosomonas europaea [1843]
Nitrosomonas europaea str. C-31 [1844]
Nitrosomonas eutropha str. C-91 [1845]
Nitrosococcus mobilis str. Nc2 [1846]
Nitrcsomonas marina str. C-56 [1847]
Nitrosolobus multiformis [1848]
Nitrosolobus multiformis str. C-71 [1849]
Nitrosovibrio tenuis str. C-141 [1850]
Nitrosovibrio tenuis str. Nv1 [1851]
Nitrosovibrio tenuis str. Nv12 [1852]
Nitrospira briensis str. C-128 [1853]
Methylophilus methylotrophus str. AS1 (ATCC 53528) [1854]
Methylobacillus flagellatum str. KT1 [1855]
Methylobacillus glycogenes [18586]
Methylomonas methylovora [1857]
lodobacter fluviatile (ATCC 33051) [1858]
Chromobacterium violaceum (ATCC 12472) [1859]
Vitreoscilla stercoraria str. VT1 [1860]
Vitreoscilla stercoraria (ATCC 15218) [1861]
~ Neisseria canis str. H6 (ATCC 14687) [1862]
— Kingella oralis str. UB-38 (CCUG 30450) [1863]
Neisseria gonorrhoeae str. B 5025 (NCTC 8375) [1864]
Neisseria gonorrhoeae str. 2013 [1865]
Neisseria polysaccharea (ATCC 43768) [1866]
Neisseria meningitidis str. M 1027 (NCTC 10025) [1867]
Neisseria meningitidis str. 418 [1868]
Neisseria lactamica (NCTC 10617) [1869]
Neisseria pharyngis (NCTC 04590) [1870]
Neisseria macaca str. M-740 (ATCC 33926) [1871]

Neisseria flavescens str. N155 (ATCC 13120) [1872]
Neisseria weaveri (CDC 8142) [1873]
Kingella kingae (NCTC 10529) [1874]
Neisseria animalis str. NA1 (ATCC 19573) [1875]
Simonsiella muelleri (ATCC 29453) [1876]
Neisseria denitrificans str. M37 (ATCC 14686) [1877]
Neisseria elongata [1878]
Kingella denitrificans (ATCC 33394) [1879]
Kingella denitrificans str. UB-294 (CCUG 28284) [1880]
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Kin= 3 denitrificans str. UB-294 (CCUG 28284) [1880]
E. Jlasp. str. UB-204 (CCUG 28283) [1881]
Eikenella corrodens (FDC 373) [1882]
Eikenella corrodens (FDC 558) [1883]
Eikenella corrodens (ATCC 23834) [1884]
Eikenella corrodens (FDC 1073) [1885]
Xanthomonas maltophilia (ATCC 13637) [188§]
Xylella fastidiosa str. PWT-100 (ATCC 35880 (no longer available)) [1887]
Thiobacillus neapolitanus str. X [1888]
Thiobacillus hydrothermalis str. r3 [1889]
Cardiobacterium hominis (ATCC 15826) [1890]
Kingella indologenes (ATCC 25869) [1891]
Dichelobacter nodosus str. 198A (ATCC 27521) [1892]
Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-11 [1893]
Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-10 [1894]
Pacific Ocean station 16 100m depth bacterioplankton DNA clone clone NH16-18 [1895]
Thiothrix nivea str. JP2 (ATCC 35100) [1896]
Calyptogena magnifica symbiont [1897]
Bathymodiolus thermophilus gill symbiont [1898]
Thiomicrospira thyasiris str. TG-2 (DSM 5322) [1899]
Thiomicrospira sp. str. L12 [1900]
str. clone FL5 <env.FL5_2> [1901]
Piscirickettsia salmonis [1902]
Wolbachia persica (ATCC VR 331) [1903]
4 Francisella philomiragia (ATCC 25017) [1904]

Francisella philomiragia (CDC E6588) [1905]
Francisella philomiragia (ATCC 25015) [1906]
Francisella tularensis (FSC 046) [1907]
Francisella tularensis str. SCHU (FSC 043) [1908]
Francisella tularensis (FSC 044) [1909]
Francisella tularensis (SBL R45) [1910]
Francisella tularensis (FSC 151) [1911]
Francisella tularensis (FSC 026) [1912]
Francisella tularensis (CCUG 17299) [1913]
Francisella tularensis str. lvs (ATCC 6223) [1914]
Francisella tularensis (FSC 147) [1915]
Francisella novicida (ATCC 15482) [1916]
Francisella tularensis (FSC 033) [1917]
Francisella tularensis (FSC 041) [1918]
Francisella tularensis (FSC 054) [1919]
Francisella tularensis (FSC 022) [1920]
Francisella tularensis (FSC 042) [1921]
Francisella tularensis (FSC 090) [1922]
Francisella tularensis (ATCC 6223) [1923]
Fluoribacter dumoffii str. Tex-KL (ATCC 33343) [1924]
Fluoribacter gormanii str. LS-13 (ATCC 33342) [1925]
Legionella dumoffii str. NY-23 [1926]
Legionella wadsworthii (ATCC 33877) [1927]
Legionella cherrii (ATCC 35252) [1928]
Legionella anisa (ATCC 35292) [1929]
Legionella bozemanii str. WIGA (NCTC 11368) [1930]
Fluoribacter bozemanae str. MI-15 [1931]
Legionella longbeachae str. Long-Beach-4 (NCTC 11477) [1932]
Legionella sainthelensi (ATCC 35248) [1933]
Legionella cincinatiensis (ATCC 43753) [1934]
Legionella steigerwaltii (ATCC 35302) [1935]
Sarcobium lyticum (PCM 2298) [1936]
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Sarcobiur Fum (PCM 2298) [1936]
Legionelle str. LLAP-3 [1937]
Legionella pneumophila subsp. pneumophila str. Philadelphia 1 (NCTC 11192) [1938]
Legionella pneumophila subsp. sgp6 str. Chicago 2 (ATCC 33215) [1939]
Legionella pneumophila subsp. pneumophila str. Knoxville-1 (NCTC 11286) [1940]
Legionella pneumophila subsp. fraseri str. Dallas-1E (NCTC 11405) [1941]
Legionella pneumophila subsp. fraseri str. Los Angeles 1 (NCTC 11233) [1942]
Legionella oakridgenesis (ATCC 33761) [1943]
Legionella israelensis (ATCC 43119) [1944]
Legionella feeleii str. 691-WI-H (ATCC 35849) [1945]
Legionella feeleii str. WO-44C (ATCC 35072) [1946]
Legionella maceachemnii str. PX-1-G2-E2 (NCTC 11982) [1947]
Legionella micdadei str. TATLOCK (NCTC 11371) [1948]
Tatlockia micdadei str. VAMC-Pgh-12 (ATCC 33346) [1949]
Tatlockia micdadei str. PPA-JC [1950]
_[ Legionella rubrilucens (ATCC 35304) [1951]
Legionella erythra str. SE-32A-C8 (NCTC 11977) [1952]
Legionella brunensis [1953]
Legionella jordansis (ATCC 33623) [1954]
Legionella jamestowniensis (ATCC 35298) [1955]
Legionella hackeliae str. Lansing-2 (NCTC 11979) [1956]
~ Legionella spiritensis str. Mt St Helens-9 (NCTC 11990) [1957]
Coxiella burnetii str. Q177 [1958]
Methylobacter bovis str. isolate 89 [1959]
Methylobacter vinelandii [1960]
Methylobacter capsulatus (NCIMB 11128) [1961]
Methylobacter luteus (NCIMB 11914) [1962]
Methylomonas sp. str. A4 [1963]
Methylomonas albus str. BG8 [1964]
Methylomonas rubra [1965]
Methylomonas sp. str. 761 (NCIMB 11931) [1966]
Methylomonas methanica [1967)
Methylomonas methanica (ATCC 35067) [1968]
Methylococcus capsulatus str. bath [1969)]

- Heliothis virescens testis endosymbiont [1970]

Halomonas meridiana (DSM 5425) [1971]

Deleya aquamarina (ATCC 14400) [1972]

Halovibrio variabilis [1973]
Halomonas subglaciescola (DSM 4683) [1974]
Halomonas halmophila (ATCC 19717) [1975]
Halomanas elongata (ATCC 33173) [1976]
Deleya halophila (DSM 4770) [1977]

Halomonas halodenitrificans (ATCC 13511) [1978]
Deleya marina (IAM 12928) [1979]
Deleya marina (ATCC 25374) [1980]
symbiont of Bemisia tabaci (sweetpotato whitefly) <sym.Bemiti> [1981]
symbiont of Siphoninus phillyreae (ash whitefly) [1982]
symbiont of Trialeurodes vaporariorum (greenhouse whitefly) [1983]
Oceanospirillum minutulum (ATCC 19193) [1984]
Oceanospirillum multiglobuliferum (ATCC 33336) [1985]
Oceanospirillum beijerinckii (ATCC 12754) [1986]

Oceanospirillum linum (ATCC 11336) [1987]

Oceanospirillum maris subsp. maris (ATCC 27649) [1988]
_I:Oceanospirillum jannaschii (ATCC 27135) [1989]

Oceanospirillum japonicum (ATCC 19191) [1990]
Oceanospirillum kriegii (ATCC 27133) [1991]

_,_J Oceanospirillum commune (ATCC 27118) [1992]

N
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Oceanospiri’  Jommune (ATCC 27118) [1992]
Marinomaona. Jmmunis (IAM 12914) [1993]
Marinomonas vaga (IAM 12923) [1994]
Marinomonas vaga (ATCC 27119) [1995]
Sargasso Sea 10m depth bacterioplankton DNA clone clone BDA1-8 [1996]
Pacific Ocean station 29 100m depth bacterioplankton DNA clone clone NH29-6 [1997]
Pacific Ocean station 29 100m depth bacterioplankton DNA clone clone NH29-17 [1998]
Pacific Ocean station 49 500m depth bacterioplankton DNA clone clone NH49-13 [1999]
Pseudomonas aeruginosa str. NIH 18 (ATCC 25330) [2000]
'[[ Pseudomonas aeruginosa (DSM 50071) [2001]
Pseudomonas aeruginosa (1AM 1514) [2002]
‘I_ str. NF13 [2003]
“Flavobacterium"” lutescens (ATCC 27951) [2004]
~ Pseudomonas flavescens str. B62 [2005]
i.— .Pseudomonas fluorescens (IAM 12022) [2006]
Pseudomonas mendocina (ATCC 25411) [2007]
nuclear inclusion X bacterium [2008]
Teredinibacter turnerae str. T7902 (ATCC 39867) [2009]
Acinetobacter calcoaceticus (ATCC 33604) [2010]
Acinetobacter calcoaceticus [2011]
- Acinetobacter anitratum [2012]
Acinetobacter Iwoffi [2013]
Acinetabacter lwoffi (NCTC 05866) [2014]
Moraxella catarrhalis (NCTC 11020) [2015]
Moraxella catarrhalis [2016]
Neisseria ovis (NCTC 11227) [2017]
Moraxella lacunata (NCTC 11011) [2018]
Moraxella phenylpyruvica (NCTC 10526) [2019]
Moraxella osbensis (NCTC 10465) [2020]
Sargasso Sea bacterioplankton DNA str. clone SARS2 [2021]

Marinobacter hydrocarbonoclasticus str. SP.17 (ATCC 49840) [2022]
Pseudomonas nautica (IAM 12929) [2023]
‘ [ str. clone aggregate agg5b3 [2024]
Colwellia psychroerythrus [2025]
—— Alteromonas macleodii [2026]
Vibrio sp. str. DSS12 [2027]
Vibrio sp. str. DB6906 [2028]
Shewanella putrifaciens (IAM 12079) [2029]
Vibrio sp. str. DB6101 [2030]
Vibrio sp. str. DB6705 [2031]
Vibrio sp. str. DSK1 [2032]
Vibrio marinus str. MP-1 (ATCC 15381) <V.marinus> [2033]
unknown, unnamed purple bacterium [2034]
Vibrio marinus str. MP-1 (ATCC 15381) <V.marinus3> [2035]
Alteromonas espejiana (IAM 12640) [2036]
Alteromonas nigrifaciens (IAM 13010) [2037]
Alteromonas haloplanktis (ATCC 14393) [2038]
f Vibrio harveyi [2039]

Vibrio carchariae (ATCC 35084) [2040]

Vibrio harveyi (ATCC 14126) [2041]

Vibrio alginolyticus str. XI-53 (ATCC 17749) <V.alginol3> [2042]
Vibrio natriegens str. 111 (ATCC 14048) [2043]

Vibrio pelagius (ATCC 25916) [2044]

Vibrio alginolyticus str. XII-53 (ATCC 17749) <V.alginol4> [2045]
Vibrio parahaemolyticus (CIP 73.30) [2046]

Vibrio parahaemolyticus str. 113 (ATCC 17802) <V.phaemol5> [2047]
Vibrio campbellii str. 40 (ATCC 25920) [2048]




Vibrio parahaemolyticus str. 113 (A1 CC 17802) <V.phaemol5> |2047] '
Vibrio  bellii str. 40 (ATCC 25920) [2048] )
Vibrio ..teolyticus str. 262 (NCIMB 1326) [2049]
Vibrio nigripulchritudo (ATCC 27043) [2050]
Vibrio logei str. PS207 (R.R. Colwell) (ATCC 15382) [2051]
Photobacterium fischeri str. MJ-1 [2052]
Vibrio fischeri (ATCC 7744) [2053]
~ Vibrio parahaemolyticus str. 113 (ATCC 17802) <V.phaemol2> [2054]
Vibrio tubiashi (ATCC 19109) [2055]
L Vibrio nereis (ATCC 25917) [2056]
Vibrio fluvialis biovar 1, group F str. VL 5125 (NCTC 11328) [2057]
{- Listonella pelagia (ATCC 25916) [2058]
Vibrio furmnisii (ATCC 35016) [2059]
Vibrio mediterranei (CIP 103203) [2060]
l'i- Vibrio crientalis str. 716 (ATCC 33933) [2061]
Vibrio orientalis str. 717 (ATCC 33934) [2062]
— Vibrio splendidus (ATCC 33125) [2063]
Vibrio vulnificus (ATCC 29307) [2064]
Vibrio navarrensis (CIP 103381) [2065]
Vibrio vulnificus (ATCC 27562) [2066]
Vibrio aestuarianus str. OY-0-002 (ATCC 35048) [2067]
Vibrio anguillarum str. C510 (ATCC 12964) [2068]
Vibrio ordalii (ATCC 33509) [2069]
Listonella anguillara (IFO 13266) [2070]
Vibrio cincinnatiensis (ATCC 35912) [2071]
Vibrio gazogenes str. PB1 (ATCC 29988) [2072]
Vibrio metschnikovii (CIP 69.14) [2073]
Vibrio metschnikovii str. MV 2484 (NCTC 11170) [2074]
Vibrio diazotrophicus str. NS (ATCC 33466) [2075]
Photoblepharon palpebratus symbiont <sym.Pblpp1> [2076]
Photoblepharon steinetzi symbiont [2077]
Photoblepharon palpebratus symbiont <sym.Pblpp2> [2078]
Anomalops katoptron symbiont [2079]
Kryptophanaron alfredi symbiont [2080]
Vibrio cholerae str. ID1655 [2081]
Vibrio cholerae str. 11D935 [2082]
Vibrio cholerae str. 11D934 [2083]
Vibrio cholerae str. 11D467 [2084)]
Vibrio mimicus (ATCC 33653) [2085]
Vibrio cholerae str. asiaticus (ATCC 14035) [2086]
Vibrio cholerae biotype eltor str. 1092 (ATCC 14033) [2087]
Vibrio cholerae subgroup Il of Gardner and Venkatraman str. Nanking 32/123 (ATCC 14730) [2088]
Vibrio cholerae str. FGvc726 [2089]
Vibrio cholerae subgroup V of Gardner and Venkatraman str. El Tor 34-D23 (ATCC 14731) [2090]
Vibrio cholerae str. 11D936 [2091]
Photobacterium phosphoreum str. Og61 [2092]
Photobacterium phosphoreum (ATCC 11040) [2093]
Photobacterium angustum [2094]
Photobacterium angustum (ATCC 25915) [2095]
Vibrio sp. str. DSJ4 [2096]
Cryptosaras couesi symbiont [2097]
Melanocetus johnsoni symbiont [2098]
Vibrio hollisae (ATCC 33564) [2099]
Photobacterium leiognathi str. L1 (ATCC 25521) [2100]
Photobacterium leiognathi str. PL721 [2101]
Photobacterium histaminum str. C-8 [2102]
Listonella damsela (ATCC 33539) [2103]
Vibrio damsela (ATCC 33539) [2104]
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Listone™ wdamsela (ATCC 33539) [2103]
Vibrio ela (ATCC 33539) [2104]
_[ Vibrio costicola (NCIMB 701) [2105]

Vibrio aspartigenicus str. GSP-1 (ATCC 49962) [2108]

Ruminobacter amylophilus (ATCC 29744) [2107]
Aeromonas salmonicida subsp. achromogenes (NCIMB 1102 wrong?) [2108]
Aeromonas salmonicida subsp. salmonicida (NCIMB 1102) [2109]
Aeromonas sp. (CDC 9701-84) [2110]
Aeromonas salmonicida subsp. achromogenes (NCIMB 1110) [2111]
Aeromonas salmonicida subsp. masoucida str. 1-1-1 (ATCC 27013) [2112]
Aeromonas sp. (CDC 9533-76) [2113]

| | Aeromonas salmonicida (IFO 13784) [2114]

Aeromonas sp. (ATCC 35941) [2115]
Aeromonas sobria (ATCC 43973) [2118]
Aeromonas eucrenophila (ATCC 23309) [2117]
Aeromonas ichthiosmia (DSM 6393) [2118]
Aeromonas veronii (ATCC 35624) [2119]
- Aeromonas schubertii (DSM 4882) [2120]
Aeromonas jandaei (ATCC 49568) [2121]
Aeromonas allosaccharophila (CECT 4199) [2122]
Aeromonas hydrophila (ATCC 35654) [2123]
Aeromonas hydrophila (ATCC 7966) [2124]
Aeromonas media (ATCC 33907) [2125]
Aeromonas caviae (ATCC 15467) [2126]
r Aeromonas caviae (JCM 1060) [2127]
Aeromonas hydraphila (IFO 13282) [2128]
Aeromonas caviae (NCIMB 13016) [2129]
Aeromonas enteropelogenes (DSM 6394) [2130]
Aeromonas trota (ATCC 49657) [2131]
Buchnera aphidicola primary endosymbiont of Schizaphis graminum [2132]
Buchnera aphidicola [2133]
Buchnera aphidicola primary endosymbiont of Rhopalosiphum maidis [2134]
- Buchnera aphidicola primary endosymbiont of Rhopalosiphum padi [2135]
- Buchnera aphidicola primary endosymbiont of Uroleucon sonchi [2136]
& symbiont P of Acyrthosiphon pisum [2137]
 Buchnera aphidicola primary endosymbiont of Diuraphis noxia [2138]
- Buchnera aphidicola primary endosymbiont of Myzus persicae [2139]
'I: Buchnera aphidicola primary endosymbiont of Mindarus victoria [2140]
Buchnera aphidicola primary endosymbiont of Chaitophorus viminalis [2141]
E Buchnera aphidicola primary endosymbiont of Pemphigus betae [2142]
Buchnera aphidicola primary endosymbiont of Melaphis rhois [2143]
Escherichia coli subsp. K-12 <E.coliK12> [2144]
Escherichia coli subsp. K-12 <E.colirrnH> [2145]
Escherichia coli subsp. K-12 <E.coli3> [2146]
Escheri;:hiagll'i_sﬂt_)si)f. K-12 str. MG1655 <E.colirrsC> [2147]
Escherichia coli subsp. K-12 <E.colirrsA> [2148]
Escherichia coli subsp. K-12 str. MG1655 <E.colirrsE> [2149]
Escherichia coli [2150]
Salmonella choleraesuis [2151]
Salmonella dublin [2152]
Salmonella enteritidis [2153]
Salmonella paratyphi subsp. A [2154]
Salmonella typhimurium subsp. LT2 [2155]
Salmonella typhi [2156]
Citrobacter freundii (ATCC 29935) [2157]
Erwinia herbicola [2158]
Glossina pallidipes (tsetse) endosymbiont [2159]
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Gloss’  Wwallidipes (tsetse) endosymbiont [2159]
Sitor | zeamais symbiont [2160]
Sitophilus zeamais endosymbiont [2161]
bacterial parasite of Euscelidius variegatus str. BEV [2162]
Erwinia carotovora subsp. carotovora (ATCC 15713) [2163]
Serratia marcescens (ATCC 13880) [2164]
symbiont S of Acyrthosiphon pisum [2165]
Hafnia alvei (ATCC 13337) [2166]
Yersinia enterocolitica (ATCC 9610) [2167]
Yersinia rohdei str. ER-2935 (ATCC 43380) [2168]
Yersinia kristensenii str. ER-2812 (ATCC 33638) [2169]
Yersinia bercovieri str. ER-2937 (ATCC 43370) [2170]
Yersinia ruckeri (ATCC 29473) [2171]
Yersinia aldovae (ATCC 35236) [2172]
Yersinia frederiksenii str. ER-1419 (ATCC 33641) [2173]
Yersinia pestis str. D-28 (ATCC 19428) [2174]
Yersinia pseudotuberculosis str. Serotype Il 1B1 B28 (W.W.) [2175]
Yersinia pestis str. EV76 [2176]
— symbiont of Bemisia tabaci (sweetpotato whitefly) <sym.Bemit2> [2177]

Xenorhabdus nematophilus [2178]
'{F Arsenophonus nasoniae str. SKl4 [2179]
P

roteus vulgaris (IFAM 1731) [2180]
— Plesiomonas shigelloides str. M51 (ATCC 14029) [2181]
Pasteurella sp. str. Bisgaard Taxon 14 (CCUG 16499 R) [2182]
Pasteurella sp. str. Bisgaard Taxon 14 (CCUG 28027) [2183]
Pasteurella testudinis (CCUG 19802) [2184]
Pasteurella multocida Carter's group A str. W-9217 (NCTC 10322) [2185]
Pasteurella sp. str. Bisgaard Taxon 13 [2186]
Pasteurella dagmatis (ATCC 43325) [2187]
Pasteurella stomatis (ATCC 43327) [2188]
Pasteurella canis (ATCC 43326) [2189]
— Pasteurella sp. (CCUG 19794) [2190]
Actinobacillus seminis (ATCC 15768) [2191]
Pasteurella mairi (CCUG 27189) [2192]
Pasteurella aerogenes str. P-172-71 (ATCC 27883) [2193]

"I{i Haemophilus aegyptius (NCTC 8502) [2194]

Haemophilus influenzae [2195]
Haemophilus influenzae (NCTC 8143) [2196]
Haemophilus haemolyticus (NCTC 10659) [2197]
Pasteurella pneumotropica (NCTC 8141) [2198]
Pasteurella sp. str. Bisgaard Taxon 2 [2199]
Pasteurella sp. str. Bisgaard Taxon 3 [2200]
Pasteurella anatis str. F149 (ATCC 43329) [2201]
1 Actinobacillus salpingitidis (CCUG 23139) [2202]
Haemophilus sp. str. 202, sub_species minor group [2203]
Haemophilus parasuis (NCTC 4557) [2204]
Haemophilus parasuis subsp. serovar 5 str. Nagasaki [2205]

Haemophilus ducreyi (CIP 542) [2206]
|:‘ Haemophilus ducreyi str. KC57 (ATCC 27722) [2207]
P

Haemophilus ducreyi str. HD 35000 (ATCC 33922) [2208]
Pasteurella langaa (ATCC 43328) [2209]
asteurella bettii (CCUG 2042) [2210]

FHaemophilus paracuniculus (ATCC 29986) [2211]

Pasteurella haemolytica (NCTC 10624) [2212]
Actinobacillus capsulatus (CCUG 12396) [2213]
Actinobacillus capsulatus str. P243 (NCTC 11408) [2214]
I Pasteurella gallinarum (NCTC 11188) [2215]
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| Pasteurella gallinarum (NCTC 11188) [2215]
)Pasteurella avium str. IPDH 2654 (NCTC 11297) [2216]
Pasteurella sp. (CCUG 18782) [2217]
Haemophilus taxon_C [2218]
Pasteurella volantium (NCTC 3438) [2219]
Pasteurella volantium (NCTC 4101) [2220]
Haemophilus paragallinarum (NCTC 11296) [2221]
— Haemophilus haemoglobinophilus (NCTC 1659) [2222]
Pasteurella sp. str. Bisgaard Taxon 7 [2223]
Haemophilus somnus [2224]
Pasteurella sp. str. Bisgaard Taxon 6 [2225]

Haemophilus actinomycetemcomitans (ATCC 29522) [2226]

Haemophilus actinomycetemcomitans str. FDC Y4 [2227]

Haemophilus actinomycetemcomitans (ATCC 29524) [2228]

Haemophilus actinomycetemcomitans (ATCC 29523) [2229]

Haemophilus actinomycetemcomitans (NCTC 9710) [2230]

Haemophilus parainfluenzae (ATCC 7901) [2231]

Haemophilus paraphrophilus str. Funagli (K. Zinnemann) (ATCC 29241) [2232]
Haemophilus aphrophilus (NCTC 5908) [2233]

Haemophilus segnis (ATCC 33393) [2234]

Haemophilus paraphrophilus str. Haywood (K. Zinnemann) (ATCC 29242) [2235]
Haemophilus parainfluenzae (ATCC 33392) [2236]

Haemophilus paraphrohaemolyticus str. Lawton 1 (K. Zinnemann) (NCTC 10670) [2237]
Pasteurella haemolytica (NCTC 9380) [2238]
Pasteurella sp. str. Bisgaard Taxon 5 [2239]
Actinobacillus lignieresii str. CM 2 (P.H. Martin) (ATCC 19393) [2240]
Actinobacillus pleuropneumoniae (ATCC 27088) [2241]
Actinobacillus lignieresii (NCTC 4189) [2242]
Pasteurella sp. str. Bisgaard Taxon 8 [2243]
Actinobacillus ureae str. Henrikson 3520/59 T (ATGC 25976) [2244]
Pasteurella sp. str. Bisgaard Taxon 9 [2245]
Actinobacillus suis (ATCC 15557) [2246]
Haemophilus parahaemolyticus (NCTC 8479) [2247]
Actinobacillus equuli (NCTC 8529) [2248]
Actinobacillus capsulatus (CCUG 19799) [2249]
Actinobagillus hominis str. P578 (NCTC 11529) [2250]
Actinobacillus hominis (CCUG 19800) [2251]




